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CHARACTERISATION OP GENE FUNCTION 
USING DOUBLE STRANDED RNA INHIBITION 



The present invention is concerned with 
5 characterization or identification of gene function 
using double stranded RNA inhibition (dsRNAi) and 
methods of identifying DNA responsible for inducing a 
specific phenotype in a cell and a method of assigning 
function to known gene sequences. 

10 It has recently been described in Nature Vol 391, 

pp. 806-811, February 98, that introducing double 
stranded RNA into a cell results in potent and 
specific interference with expression of endogenous 
genes in the cell and which interference is 

15 substantially more effective than providing either RNA 
strand individually as proposed in antisense 
technology. This specific reduction of the activity 
of the gene was also found to occur in the nematode 
worm Caenorhabditis elegans (C. elegans) when the RNA 

20 was introduced into the genome or body cavity of the 
worm. 

The present inventors have utilized this 
technique and applied it further to devise novel and 
inventive methods of assigning functions to genes or 

25 DNA fragments, which have been sequenced in various 
projects, such as, for example, the human genome 
project and which have yet to be accorded a particular 
function and for use in identifying DNA responsible 
for conferring a particular phenotype. 

30 Therefore, according to a first aspect of the 

present invention there is provided a method of 
identifying DNA responsible for conferring a phenotype 
in a cell which method comprises a) constructing a 
cDNA or genomic library of the DNA of said cell in an 

35 orientation relative to a promoter (s) capable of 



WO 00/01846 



- 2 - 



PCT/EP99/04718 



promoting transcription of said cDNA or DMA to double 
stranded (ds) RNA upon binding of an appropriate 
transcription factor to said promoter (s) , b) 
introducing said library into one or more of said 
5 cells comprising said transcription factor, and c) 

identifying and isolating a desired phenotype of said 
cell comprising said library and identifying the DNA 
or cDNA fragment from said library responsible for 
conferring said phenotype. 
10 In a preferred embodiment of the invention the 

library may be organised into hierarchical pools as 
described in more detail in the examples provided, 
prior to step b) such as to include, for example, gene 
families. 

15 According to a further aspect of the invention 

there is also provided a method of assigning function 
to a known DNA sequence which method comprises 
a) identifying a homologue(s) of said DNA in a cell, b) 
isolating the relevant DNA homologue(s) or a fragment 

20 thereof from said cell, c) cloning said homologue or 
fragment into an appropriate vector in an orientation 
relative to a promoter (s) capable of promoting 
transcription of dsRNA upon binding of an appropriate 
transcription factor to said promoters, d) introducing 

25 said vector into said cell from step a) comprising 
said transcription factor, and e) identifying the 
phenotype of said cell compared to wild type. 

In each aspect of the invention, the nucleotide 
or DNA sequence may either be provided in a sense and 

30 an antisense orientation relative to a single promoter 
which has the properties defined above, or 
alternatively it may be provided between two identical 
promoters. In both embodiments dsRNA is provided from 
the transcription initiated from the promoter 

35 following binding of its appropriate transcription 
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factor. 

The cell according to the invention may be 
derived from or contained in an organism. Where the 
cell is contained within an organism / the organism may 
5 be adapted to express the appropriate transcription 
factor. The organism may be any of a plant, animal, 
fungus or yeast but preferably may be the nematode 
worm C. elegans, which may be any of a wild type, a 
nuc-1 or pha-ts mutant of C. elegans or a combination 

10 of said mutations. In an alternative embodiment the 
DNA or cDNA library or the DNA homologue or fragment 
thereof may, advantageously, be transfected or 
transformed into a microorganism, such as a bacterial 
or yeast cell, which may be fed to the organism, which 

15 is preferably the nematode worm C. elegans. In this 
embodiment of the invention the microorganism may be 
adapted to express the appropriate transcription 
factor. Preferably, the microorganism is E. coli. 

In each aspect of the invention, the DNA library, 

20 DNA homologue or DNA fragment may be constructed in a 
suitable DNA vector which comprises a sequence of 
nucleotides which encode said transcription factor. 
Alternatively, said transcription factor is encoded by 
a further vector. In an even further alternative, the 

25 cell or organism may express or be adapted to express 
said transcription factor. Preferably, any of the 
vectors used in the method according to the invention 
comprises a selectable marker which may be, for 
example, a nucleotide sequence encoding sup-35 or a 

3 0 fragment thereof. The nucleotide sequence may be 

orientated relative to a promoter such that binding of 
a transcription factor to the promoter initiates 
transcription of the DNA into double stranded RNA. 
Figure 10 illustrates the vectors and the orientation 

35 of the DNA sequence which enable double stranded RNA 
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production in C. elegans. Thus in one embodiment the 
DNA is located between two promoters on a vector 
capable of expressing dsRNA upon binding of an 
appropriate transcription factor to said promoters. 
5 Alternatively, the vector comprises two copies of the 
DNA sequence organised in a sense and antisense 
orientation relative to the promoter and which marker 
is selectable when contained in a pha-1 mutant C. 
elegans. Preferably, the promoters are any of T7, T3 

10 or SP6 promoters and the transcription factor 
comprises the appropriate polymerase. 

Preferably, the selectable marker comprises a 
nucleotide sequence capable of inhibiting or 
preventing expression of a gene in said cell and which 

15 gene is responsible for conferring a known phenotype. 
This nucleotide sequence may be part of or identical 
to said gene conferring said phenotype, and which 
nucleotide sequence is itself oriented relative to a 
suitable promoter (s) capable of initiating 

20 transcription of double stranded RNA upon binding of 
an appropriate transcription factor to said 
promoter (s). Alternatively, the nucleotide sequence 
may be a part of or identical to said gene sequence 
conferring said phenotype, and which nucleotide 

25 sequence is such as to permit integration of said 

suitable or further vector by homologous recombination 
in the genome of said cell and following said 
integration said nucleotide sequence is capable of 
inhibiting expression of said gene sequence conferring 

3 0 said phenotype. In this embodiment said nucleotide 
sequence comprises stop codons sufficient to prevent 
translation of said nucleotide sequence following its 
integration into said genome. 

Compounds can, advantageously, in said method be 

35 added to said cell or organism for the purposes of 
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screening for desired phenotypes, such as for example, 
resistance or sensitivity to the compound when 
compared to wild type. The promoters are preferably 
inducible. The transcription factor may in some 
5 embodiments be phage derived, such as for example, a 
T7 polymerase driven by a phage promoter. However, 
when C. elegans is utilised a worm specific or tissue 
specific promoter can be used, such as for example, 
let858, SERCA, UL6, myo-2 or myo-3. Preferably, the E, 

10 coil strain is an RNAaselll and even more preferably 
an Rnase negative strain. 

A further aspect of the present invention 
provides a method of generating a transgenic non-human 
organism comprising an exogenous transcription factor 

15 and a transgene comprising a promoter operably linked 
to DNA fragment which is expressed upon binding of 
said transcription factor thereto, the method 
comprising a) providing a first transgenic organism 
comprising a first construct incorporating DNA 

20 encoding an exogenous transcription factor and a 
second transgenic organism comprising a second 
construct including at least one promoter operably 
linked to a desired DNA sequence which is expressed 
upon binding of the transcription factor of said first 

25 transgenic organism thereto b) crossing said first and 
second transgenic organisms and selecting offspring 
expressing said desired DNA sequence. In one 
embodiment said first and second transgenic organisms 
are generated by transforming said first and second 

30 constructs into respective microorganisms for 
subsequent feeding to the respective organism. 
Preferably, said second construct comprises said 
desired DNA sequence in an orientation relative to 
said promoter so as to be capable of initiating 

35 transcription of said DNA to dsRNA upon binding of 
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said transcription factor thereto. In this embodiment 
said second construct comprises two promoters flanking 
said desired DNA sequence which promoters can initiate 
transcription of said DNA sequence to dsRNA upon 
5 binding of said transcription factor to said 

promoters. Alternatively, said DMA sequence is 
provided in a sense and an antisense orientation 
relative to said promoter so as to produce dsRNA upon 
binding of the transcription factor to the promoters.. 

10 In each of these embodiments the first and/or second 
constructs may preferably be provided with a reporter 
gene operably linked to a promoter which is capable of 
initiating transcription of said reporter upon binding 
of said transcription factor thereto. Preferably, the 

15 reporter gene encodes any of Lucif erase, Green 

Fluorescent protein, (3 galactosidase or 3-lactamase. 

The present invention also includes a method of 
validating clones identified in yeast two hybrid 
vector experiments which experiments are well known to 

20 those skilled in the art and which experiments were 
first proposed by Chien et al. (1991) to detect 
protein - protein interactions. The method according 
to the invention comprises providing a construct 
including the DNA encoding a protein identified in a 

25 two hybrid vector experiment, which construct is such 
that said DNA is provided in an orientation relative 
to one or more promoters capable of promoting 
transcription of said DNA to double stranded RNA upon 
binding of an appropriate transcription factor to said 

30 promoters, transforming a cell, such as a bacterial 
cell or alternatively transforming an organism 
comprising said transcription factor with said 
constructs and identifying a phenotypic change in said 
cell or organism, which may be C. elegans or the like, 

35 compared to wild type. Preferably, the transcription 
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factor is inducible in the cell or organism. Once 
again the DNA sequence may be located between two 
promoters or in both a sense and antisense orientation 
relative to a single promoter, as described above. 
5 Preferably, the promoter is a phage polymerase 
promoter and said transcription factor is a RNA 
polymerase, and preferably T7 polymerases. Also 
encompassed with the scope of the present invention 
are vectors used to transform said cells or organisms 

10 and the cells or organisms themselves. 

In a further aspect of the present invention 
there is provided a method of alleviating pest 
infestation of plants, which method comprises a) 
identifying a DNA sequence from said pest which is 

15 critical either for its survival, growth, 

proliferation or reproduction, b) cloning said 
sequence from step a) or a fragment thereof in a 
suitable vector relative to one or more promoters 
capable of transcribing said sequence to RNA or dsRNA 

20 upon binding of an appropriate transcription factor to 
said promoters, and c) introducing said vector into 
the plant. 

Thus, advantageously, the method according to the 
invention provides a particularly selective mechanism 

25 for alleviating pest infestation, and in some cases 
parasitic infestation of plants, such that when the 
pest feeds on the plant it will digest the expressed 
dsRNA in the plant thus inhibiting the expression of 
the DNA within the pest which is critical for its 

30 growth, survival, proliferation or reproduction. In a 
preferred embodiment, the pest may be any of 
Tylenchulus ssp. Radopholus ssp., Rhadinaphelenchus 
ssp,, Heterodera ssp., Rotylenchulus ssp., 
Pratylenchus ssp., Belonolaimus ssp., Canjanus ssp., 

35 Meloidogyne ssp., Globodera ssp., Nacobbus ssp., 
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Ditylenchus ssp., Aphelenchoides sap., Hirschmenniella 
ssp., Anguina sap., Hoplolaimus ssp., Heliotylenchus 
ssp . , Criconemellassp . , Xiphinemassp . , Longidorus 
ssp., Trichodorus ssp., Paratrichodorus ssp., 
5 Aphelenchs ssp. The DNA sequence or fragment thereof 
according to this aspect of the invention may be 
cloned between two tissue specific promoters, such as 
two root specific promoters. 

A further aspect of the invention concerns the 

10 vector used in each of the methods of the invention 

for constructing said library, which vector comprises 
two identical promoters oriented such that they are 
capable of initiating transcription of DNA sequence 
located between said promoters to dsRNA upon binding 

15 of an appropriate transcription factor to said 

promoters. The DNA sequence may, for example, include 
a multiple cloning site. Preferably, the expression 
vector comprises a nucleotide sequence encoding a 
selectable marker. In one embodiment the nucleotide 

20 sequence encoding said selectable marker is located 
between two identical promoters oriented such that 
they are capable of initiating transcription of DNA 
located between said promoters to double stranded RNA 
upon binding of an appropriate transcription factor to 

25 said promoters. Preferably, the selectable marker 

comprises a nucleotide sequence encoding sup-35, for 
introduction into C. elegans having a pha-1 mutation. 

Preferably, the transcription factor comprises 
either a phage polymerase which binds to its 

30 corresponding promoter or a C. elegans specific 
promoter and even more preferably T7 polymerase. 
Preferably, the vector includes a multiple cloning 
site between said identical promoters. 

In a further aspect of the invention there is 

35 provided an expression vector for expressing an 
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appropriate transcription factor for use in a method 
according to the invention which vector comprises a 
sequence of nucleotides encoding said transcription 
factor operably linked to suitable expression control 
5 sequences. Preferably, the expression control 

sequences include promoters which are inducible, 
constitutive, general or tissue specific promoters, or 
combinations thereof. Preferably, the transcription 
factor comprises a phage polymerase, and preferably 

10 T7, T3 or SP6, RNA polymerase. 

A further aspect of the invention provides a 
selection system for identifying transformation of a 
cell or organism with a vector according to the 
invention which system comprises a vector according to 

15 the invention wherein said selectable marker comprises 
a nucleotide sequence capable of inhibiting or 
preventing expression of a gene in said cell or 
organism which gene is responsible for conferring a 
known phenotype. Preferably said nucleotide sequence 

20 corresponds to a part of or is identical to said gene 
conferring said known phenotype, and which nucleotide 
sequence is itself located between two identical 
promoters capable of initiating transcription of 
double stranded RNA upon binding of an appropriate 

25 transcription factor thereto. Alternatively, the 

nucleotide sequence comprises a nucleotide sequence 
which is a part of or identical to said gene sequence 
which confers a known phenotype on said cell or 
organism, and which is such that following integration 

30 of said vector by homologous recombination in the 
chromosome of said cell or organism said sequence 
inhibits expression of said gene sequence conferring 
said known phenotype. Preferably, according to this 
embodiment the 

35 nucleotide sequence comprises stop codons sufficient 
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to prevent translation of the nucleotide sequence 
following integration into said chromosome. 
Preferably, the known gene sequence comprises a sup-35 
gene or a fragment thereof which is selectable by 
5 identifying offspring growing at a temperature above 
25°C following introduction in a pha-1 etl23ts mutant 
C. elegans worm. 

In a further aspect of the invention provides 
said known gene sequence comprises a sup-35 gene or a 

10 fragment thereof which is selectable by identifying 
offspring growing at a temperature above 25°C 
following introduction of said vector in a pha-1 
etl23ts mutant C. elegans worm. An even further 
aspect comprises a method of assigning function to a 

15 DNA sequence of a multicellular organism which method 
comprises a) providing i) a construct comprising said 
DNA fragment cloned between two promoters capable of 
promoting transcription in said multicellular 
organism, in a multicellular organism capable of 

20 initiating transcription from said promoter; b) 
identifying the phenotype of said multicellular 
organism compared to wild type. 

The present invention may be more clearly 
understood by the following examples which are purely 

25 exemplary with reference to the accompanying figures, 
wherein: 

Figure 1 is a nucleotide sequence of plasmid PGN1 in 
accordance with the present invention. 

30 

Figure 2 is a nucleotide sequence of plasmid PGN100 
in accordance with the present invention. 

Figure 3 is a schematic representation of the vectors 
used and the transformation regime used in 
35 the methods according to the present 
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invention. 

Figure 4 is an illustration of an expression vector 
used in accordance with the invention. 

Figure 5 is a schematic illustration of the T7 RNA 
polymerase expression vectors used for 
transforming C. elegans. 



10 Figure 6 is an illustration of plasmid PGN1. 

Figure 7 is a diagrammatic representation of an 
enhanced vector for dsRNA inhibition 
encoding sup- 3 5 dsRNA. 

15 

Figure 8 is an illustration of a vector for 

integration into the genome of C. elegans. 

Figure 9 is an illustration of the position of a DNA 
20 sequence (s) relative to a suitable promoter 

to initiate expression of dsRNA from the DNA 
sequence (s) . 

Figure 10 is a representation of plasmid pGN108. 

25 

Figure 11 is a representation of plasmid pGNlOS. 

Figure 12 is a representation of plasmid pGN400. 

30 Figure 13 is a representation of plasmid pGN401. 

Figure 14 is a representation of plasmid pGNHO. 

Figure 15 is a representation of plasmid pAS2 with 
35 forward and reverse T7/T3/SP6 promoters. 
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Figure 16 is a representation of plasmid pGAD424 with 

forward and reverse T7/T3/SP6 promoters. 

Figure 17 is a representation of plasmid pAS2-cyh2- 
5 HA+, both T7-final. 



10 



Figure 18 is a representation of plasmid pGAD424- 
without-FULL-ICE-B0TH-T7 . 

Figure 19 (a) is a representation of plasmid pGN205 
and(b) is a representation of plasmid 
pGN207. 



Example A: Construction of an ordered and 
15 hierarchical pooled cDNA library and applications 

thereof. 



A random order ed and pooled library; 

The vector is an E. coli vector harboring two T7 

20 promoters, with a multiple cloning site (MCS) in 
between. The two promoters are orientated towards 
each other, and towards the MCS. In the presence of 
T7 RNA polymerase, expressed in E. coli, C. elegana or 
any other organism, RNA will be produced, starting 

25 from the two T7 promoters. As these are oriented in 
the opposite sense, both strands of RNA will be 
produced from the DNA inserted (cloned) into the MCS 
in between the two promoters which results in the 
generation of double stranded RNA (dsRNA) upon binding 

30 of the T7 RNA polymerase thereto. 

A C. elegans cDNA library is constructed in the 
MCS using standard molecular biological techniques. 
The library is transformed into E. coli, and the 
resulting E. coli are grown in culture and stored in 

35 96 mult i -well plates. At this stage, plasmid DNA can 
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be isolated and stored in 96 -multi -well plates 
corresponding to those of the E. coli colonies. 
Approximately 100,000 colonies are scored. In this 
way, the library will harbor approximately 5 times the 
5 total expressed cDNA variation of C. elegans, which 
gives the opportunity for low expressed sequences to 
be present in the library. This will result in 
approximately 1041 96-well plates. The plates are 
hierarchical pooled as necessary. For the present 

10 pooling of the clones is arranged in a range of 10 to 
100. If the hierarchical pooling is per 8 or 12 
(numbers are more convenient as 96-well plates have a 
8 to 12 grid) , this will result in approximately 87 
multi-well plates and approximately 8352 wells. If 

15 hierarchical pooling is per 96 wells, which is a full 
plate, this results in approximately 11 plates and 
approximately 1041 wells. At any stage of the 
hierarchical pooling, plasmid DNA can be isolated, 
which would be less elaborate as less plates are used, 

20 but will result in a loss of complexity although this 
should not be the case in the pooling per 12. The 
pooling of the DNA can also be carried out with the 
original DNA. 

The experiments below describe how the 

25 hierarchical pooling should be performed, both for the 
DNA and for the E. coli library. 

An ordered library for RNAi technology, harboring 
every gene of the C. elegans genome, with 
30 applications thereof 

As the genome- sequencing project is coming to an 
end, this information can be used in the application 
of T7 RNA inhibition technology. Every gene of the C. 
35 elegans genome can be cloned using PCR technology. In 
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preference, exons will be cloned with a minimal length 
of 500 bp. If the exons are too small, smaller 
fragments will be isolated with PCR, or even parts of 
introns and neighboring exons will be isolated with 
5 PCR technology so that at least a sufficient part of 
the translated region of the gene is cloned. For 
this, at least 17000 PCR reactions need to be 
performed. This collection of PCR products will be 
cloned in a T7 vector as described (two T7 promoters 

10 oriented towards each other with a multiple cloning 
site in between) . Every PCR product is cloned 
independently, or can be used to generate a random 
library, analogous to the described cDNA library. If 
every PCR product is cloned individually, the 

15 resulting bacteria and plasmid DNA can be pooled in 

various ways. Firstly, this collection of individually 
cloned PCR products in the T7 RNAi vector can be 
pooled randomly, as described in the random library. 
This pooling can also be done in a more rational way. 

20 For instance, the genes of the C. elegans genome can 
be analyzed using bioinformatic tools (in silico 
biology) . Various genes of the 

genome will belong to a gene family, or will have 
homologues in the genome. These members of the gene 

25 family will be pooled, or the members, being 

homologues will be pooled. In this way the total 
number of about 17000 clones is reduced to a more 
useable quantity. This library can be used to screen 
for phenotypes in the methods according to the 

30 invention. The resulting phenotype gives a functional 
description to the gene or gene family or gene 
homologues of the C. elegrans genome. As the library 
consists of a part of every gene in the genome, this 
method enables description of the full genome in 

35 functional -phenotypic terms. For this the double 
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stranded RNA (dsRNA) needs to be introduced in the 
worm. This introduction of clones alone, or pooled 
clones, being random pooling or rational pooling can 
be achieved in several ways as described. 

5 

Example of a vector for the expression of double 
stranded RNAi 

Any vector containing a T7 promoter may be used, 
10 and which contains a multiple cloning site (there are 
many commercially available) . Primers containing the 
T7 promoter and a primer with the reverse 
complementary strand, both with the appropriate ends 
are designed. These primers can be hybridized, and if 
15 well designed, cloned in the vector of choice. The 
minimal sequence for a T7 promoter is 
TAATACGACTCACTATAGGGCGA. Although any vector can be 
used for the construction of a T7 expression vector 
there follows an example of how to achieve this with 
20 the vector pGEM-3zf (-) . 

- Vector pGEM-3zf (+) (PROMEGA) was digested with 
Hindi I I and Sail 

- Primers oGNl and oGN2 were mixed together at a final 
concentration of 1 fxq/20 ^1 boiled and cooled slowly 

25 to room temperature . 

- The primer was ligated into the vector using 
standard ligation procedures. The resulting vector is 
pGNl (shown in Figure 1) and contains two T7 promoters 
oriented towards each other, and harbors a multiple 

30 cloning site in between. 

Sequences of oGNl and oGN2 are: 

- oGNl: AGC TGT AAT ACG ACT CAC TAT AGG GCG AGA AGC TT 

- OGN2: TCG AAA GCT TCT CGC ATA ATA GTG AGT CGT ATT AC 
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Example of the construction of a library 

RNA may be isolated from every organism that is 
sensitive to RNAi. In general the isolated RNA is then 
copied into double stranded cDNA, and subsequently 
prepared in suitable vectors for cloning. Several 
procedures exist and molecular biology kits can be 
purchased from various firms including promega, 
clontech, boehringer Mannheim, BRL, etc which enable: 

- isolation of RNA, 

- eventually polyA RNA can be isolated (several 
techniques and kits available) 

- first strand synthesis with AMV reverse 
transcriptase, random hexameric primers and/or 
oligo (dT) primer 

- second strand synthesis with Rnase H, DNA 
Polymerasel, 

- flush ends with T4 DNA Polymerase 

- addition of an adaptor with T4 DNA ligase. 

- eventually treatment with T4 polynucleotide Kinase 

- cloning of the cDNA into the vector. 

The resulting ligation mixture can be considered 
as the cDNA library. The ligation contains all cDNA of 
the procedure ligated into the vector of interest. 
To order the library, the ligation needs to be 
transformed into E. coli strains. 

Application of this E • coli or DNA library 

T7 RNA producing strain: 

- a standard strain is BL21 (DE3) : F-ompT [Ion] hsds (r- 
m- ; and E. coli B strain) A (DE3) . Eventually 
variants of BL21 (DE3 ) can be used, although BL21 
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(DE3)pLysS is used. 

- any other E. coli strain which produces the T7 RNA 
polymerase, which may be available needs to be 
constructed. This can be generated easily using a 

5 phage, which is commercially available, in this case, 
the ACE 6 vector (provided by Promega) is used. Almost 
every E. coli strain can be transfected with this 
phage and will produce T7 RNA polymerase. 

- a RNAselll mutant E. coli: 

10 Various strains are in principle available, we chose 
in a first experiment to use strain AB301-105: rna-19, 
suc-11, bio-3, gdhA2, his95, rnc-105, relAl, spoTl, 
metBl. (Kinder et al. 1973 Mol. Gen. Genet 126:53), 
but other strains may suit better. This strain is 

15 infected with XCE6 and so a T7 producing variant will 
be constructed. 

Wild type C. elegans worms can be grown on the 
bacteria pools. The bacteria is expressing the T7 RNA 
polymerase. This results in large quantities of dsRNA 

20 in the gut of the C. elegans, which will diffuse in 
the organism and results in the inhibition of 
expression. This library can now be used for the 
screening of several phenotypes. This technique has 
the advantage that it is a much faster to detect 

25 relevant genes in certain pathways, than the known C. 
elegans technology. Moreover, if an interesting 
phenotype is found, the responsible gene can be cloned 
easily. 

Using the hierarchical pooling one can easily find in 
30 a second screen the relevant clone of the pool. The 
inserted DNA of this clone can then be sequenced. 
This experiment results in genetic and biochemical 
DATA in one step. 

Wild type C. elegans strains can be combined with 
35 compounds to screen for phenotype, drug resistance and 
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or drug sensibility. The C. elegans strain can be a 
mutant strain, screening for an enhanced phenotype, 
reduced phenotype, or a new phenotype. The C. elegans 
strain can be a mutant strain, and the library screen 
can be combined with compounds. So one can screen for 
drug resistance, drug sensibility, enhanced phenotype, 
reduced phenotype, or a new phenotype. The E. coli 
strain may be any T7 RNA polymerase expressing strain, 
like BL21 (DE3) , for example, but the formation of 
double strand RNA may be enhanced by using a special 
E. coli strain that is RNAselll negative. RNAselll 
recognizes specific loops in dsRNA. Eventually, an E. 
coli strain can be used that is deleted in RNAses 
other than RNAselll or an E. coli can be used that is 
deleted in one or more RNAses. The expression of the 
T7 RNA polymerase in most known E. coli strains and 
constructs which are available to generate T7 RNA 
polymerase producing E. coli strains, generally 
comprise an inducible promoter. In this way the 
production of the T7 RNA polymerase is regulated, and 
thus the production of the dsRNA. Advantageously, 
this feature can be used to *pulse* feed the C. 
elegans worms at specific stages of growth. The worms 
are grown on the non-induced E, coli strains. When 
the worm has reached the stage of interest, the T7 RNA 
production in the bacteria is induced. This allows 
the studying of the function of any gene at any point 
in the life cycle of the animal. 

Screening the library for homologues of putative 
interesting human genes, and assign function to 
these genes 



Hundreds of genes have been isolated in various 
projects, being genomic projects, differential 
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expressed arrays, hybridization studies, etc. The 
described cDNA library can provide a way to validate 
and or assign function to these genes in a fast and 
efficient manner. First of all the worm homologue or 
5 homologues or the genes need to be identified by 

bioinformatic tools (in silico biology) . PCR primers 
are developed and the cDNA fragment is isolated using 
PCR technology. PCR can be performed on the 
hierarchical pools. The positive pool or individual 

10 wells harboring the bacteria that has the appropriate 
cDNA is fed to C. elegans and the phenotype is scored. 

PCR can be performed on cDNA isolated from C. 
elegans. The resulting DNA can be cloned in the T7 
vector and transformed in the dsRNA producing E. coli 

15 on which the C. elegans worms are then fed. Depending 
on which way is faster and more reliable a choice 
needs to be made. 

If the gene belongs to a gene family, the worm 
may need to be fed on a mixture of bacteria. Each of 

20 them harboring a part of the member of the gene 
family. E. coli strains, growth conditions, 
combinations with compounds can be performed as 
described above. 

If the library rational is used, in which all the 

25 genes of C. elegans are cloned in a organized and 
structured way, the C. elegans homologue and 
eventually the other homologues, orthologues, and 
members of the gene family can be traced back easily 
in the library using a silico biology. No PCR is 

30 involved in this step, and the bacteria and or DNA can 
be isolated on which the worm will be grown. 

Examples 

35 The idea of the series of experiments was to test 
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both the RNAi vector and the various E. coli strains 
that were constructed. 

1) Construction of a test plasmid 

5 Any cDNA that gives a clear phenotype in the worm 

when knocked-out, or used in a RNAi experiment can be 
used. It is known that unc-22 is a good candidate, 
but may other genes are possible. We opted for a 
sensitive system that can be used at a later stage. 

10 The system was tested with sup-35 in a pha-1 

background. Exon 5 of the sup-35 was isolated by PCR 
and cloned in the T7 promoter vector pGNl . The 
resulting vector was designated pGN2. pha-1 (e2123) 
mutant worms cannot produce offspring at temperatures 

15 higher than 25°C. This is due to a developmental 

problem in embryogenesis . When sup-35 is knocked-out, 
or inhibited in this strain, offspring may grow at 
this temperature. Combination of pha-1 mutant worms 
and sup-35 RNAi is a good system to validate the 

20 various options. 

2) Testing the RNAi using an E. coli strain 
that produces dsRNA. 

- pGN2 was introduced in E. coli strain BL21 <DE3) and 
25 T7 RNA polymerase was induced with IPTG. C. elegans 

worms (pha-1 (e2123)) were inoculated on this 
bacteria, and grown at the restricted temperature of 
25°C. As this mutant is an embryonic mutant at this 
temperature, no offspring will be observed. If the 
30 sup-35 gene is efficiently inhibited by the da RNA 
present in the E. coli, offspring will be observed. 

- pGN2 was introduced in E. coli strain AB301-105 (DE3) 
and T7 RNA polymerase was induced with IPTG, C. 
elegans worms (pha-1 (e2123)) were inoculated on this 

35 bacteria, and grown at the restricted temperature of 
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25°C. As this mutant is an embryonic mutant at this 
temperature, no offspring will be observed. If the 
sup- 3 5 gene is efficiently inhibited by the dsRNA 
present in the E. coli, offspring will be observed. 

5 

3) Improving the worm strain for better uptake 
Of dsRNA. 

Before plating the pha-1 C. elegans on the E. 
coli strain that produce the double stranded sup- 3 5 

10 RNA. The worm was mutagenised with EMS (Methane 
sulfonic Acid Ethyl) . The offspring of this 
mutagenised worm is then plated on the bacteria. The 
worm that feed on this bacteria give larger offspring 
which has a mutation that results in an improvement of 

15 dsRNA uptake, and can be used for further experiments. 

Stable integration of the dsRNA producing vector 
into the genome of the T7 RNA polymerase 
producing worm 

20 

An E. coli vector can be constructed harboring 
the following features; Two T7 promoters directed 
towards each other, with a restriction site or a 
multiple cloning site in between. Furthermore, the 

25 vector may contain the C. elegans sup35 genomic DNA, 
engineered in such a way that it contains several 
stopcodons at various intervals, so that no full 
length protein can be expressed form the sup35 genomic 
DNA fragment as illustrated in Figure 8. Any cDNA or 

30 cDNA fragment can be cloned in the multiple cloning 
site between the two T7 promoters. When this vector 
is introduced in a C. elegans strain which expresses 
T7 RNA polymerase, the cDNA or DNA fragment cloned 
between the two T7 promoters will be transcribed, 

35 generating dsRNA from the cloned fragment. 
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The vector is designed to be used in pha-1 
(e2l23) mutant worms expressing T7 RNA polymerase. 
The expression of the T7 RNA polymerase may be 
constitutive or regulated, general or tissue specific. 
5 These pha-1 (e2123) worms cannot produce offspring at 
temperatures higher than 25°C, which is due to a 
development problem in embryogenesis. When sup-35 is 
inhibited or knocked-out in this stain, offspring may 
grow at this temperature. 

10 When the vector is introduced in the worm, the 

vector may integrate by homologous recombination 
(Campbell -like integration) . It has been shown that 
homologous recombination occurs in C. elegans, 
although at low frequencies (Plasterk and Groenen, 

15 EMBO J. 11:287-290, 1992). Homologous recombination 
at the aup35 gene will result in a knock-out of the 
gene as the two resulting sup-35 genes will harbor the 
stopcodons. The resulting worm, and its offspring, if 
this recombination happens in the eggs, will have a 

20 copy of the vector integrated in the genome. This can 
be selected as only the worms for which the sup-35 has 
been knocked-out will have offspring at temperatures 
higher than 25°C. Furthermore, the resulting worm 
will stably produce double stranded RNA from the DNA 

25 fragment cloned between the two T7 promoters. This 

worm can now be considered as a stable transgenic worm 
strain with a reduction of function of the gene, from 
which a fragment has been cloned between the two T7 
promoters . 

30 The DNA may be delivered to the worm by several 

techniques, including injection, ballistic 
transformation, soaking in the DNA solution, feeding 
with bacteria. New and other methods that increase 
the transformation efficiencies can be considered. 

35 The target C. elegans strain may in addition, 
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have other mutations than the pha-1 (e2123) mutation, 
and may express other genes than T7 RNA polymerase. 

EXAMPLE B: a Yeast two- hybrid -RNA1 vector 

5 

A yeast two hybrid vector can be constructed 
harboring the two T7 promoters. The vectors can be 
designed to replicate both in yeast and in £. coil. 
In general cDNA libraries for the yeast two hybrid 

10 system are made in the Gal4 or LexA vectors. The 
library is constructed in vectors having the 
activation domain of one of these genes > A vector can 
be constructed that can still perform in the 
yeast two hybrid screen but which also contains two T7 

15 promoters orientated towards each other, with a 
cloning site therein between. The order of the 
sequences in the plasmid will then be "plasmid 
backbone, (GAL4-T7) , MCS, T7, backbone " . A C. elegans 
cDNA library constructed in this vector can be used as 

20 a standard yeast two hybrid library in an experiment 
to isolate interacting proteins with a given protein. 
Once a clone is isolated, the plasmid can be 
introduced in an E. coil strain expressing the 
T7 RNA polymerase, and hence will produce dsRNA of the 

25 cloned fragment. The bacteria producing this dsRNA 
can be fed to the worm and phenotypes can be scored. 
As in the previous example, this validation procedure 
for a newly isolated yeast two hybrid clone is 
remarkably shorter than the standard procedure, which 

30 requires PCR and/or cloning steps, RNA experiments 

and/or knock-out experiments. In most cases isolated 
clones are sequenced first, and on the basis of the 
sequence, a decision is made to continue with further 
experiments. In the present invention every isolated 

35 clone can easily be introduced into the appropriate E, 
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coli and fed to the worm. Validation is then performed 
by phenotype analysis. 

To apply this procedure a yeast two hybrid was 
performed using a known gene as bait and the newly 
5 constructed library as the target. Proteins coded by 
the clones in the target that interact with the bait 
protein, will result in positive yeast clones 
expressing the reporter molecule such as can be 
observed by LacZ staining with X-gal. The plasmid 

10 coding for the target protein is isolated directly 

from the yeast strain and introduced in E. coli. The 
E. coli is T7 RNA polymerase producing E. coli. In 
this case, double stranded RNA is produced from the 
DNA cloned in the multiple cloning site of the vector. 

15 When this dsRNA is fed to the worm using the methods 
described previously, the gene has inhibited in the 
worm, resulting in a particular phenotype. 

- This yeast two hybrid vector can advantageously be 
used to construct an ordered and hierarchically pooled 

20 library as described in the previous example. 

- A yeast strain can also be constructed that 
conditionally produces T7 RNA polymerase. After yeast 
two hybrid experiments, the expression of the T7 
polymerase could be induced, resulting in the 

25 production of da RNA in the yeast cell. Consequently 
the yeast could be fed to the worm. Evidence is 
available showing that the C. elegans worms can feed 
on yeast. 

30 Construction of a T7 RNA polymerase producing 

strain, and applications thereof 



35 



A C. elegans strain can be constructed that 
expresses T7 RNA polymerase. The expression can be 
general and constitutive, but could also be regulated 
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under a tissue specific promoter, an inducible 
promoter, or a temporal promoter or a promoter that 
harbors one of these characteristics or combination of 
characteristics. DNA can be introduced in this C. 
5 elegrans strain. This is done either by injection, by 
shooting with particles, by electroporation or as 
aforementioned by feeding. If the DNA is a plasmid as 
described in the previous examples, i.e. a plasmid 
harboring a cloned cDNA fragment or a PCR fragment 

10 between two flanking T7 promoters, then dsRNA of this 
cDNA or PCR fragment is formed in the cell or whole 
organism resulting in down regulation of the 
corresponding gene. The introduced DNA can have an 
efficient transient down regulation. The introduced 

15 DNA can form an extrachromosomal array, which array 
might result in a more catalytic knock-out or 
reduction of function phenotype. The plasmid might 
also integrate into the genome of the organism, 
resulting in the same catalytic knock out or reduction 

20 of function phenotype, but which is stably 
transmittable. 

- Plasmid DNA harboring a cDNA or a part of a cDNA or 
an EST or an PCR fragment of C. elegans cloned between 
two T7 promoters as described in Examples A) and B) 

25 can be introduced in the T7 RNA polymerase worm, by 
standard techniques. Phenotypes can be analysed -DNA 
from an ordered and pooled library as in Example A) 
can be introduced in the T7 RNA polymerase worm, by 
standard techniques (injection, shooting) . Phenotypes 

30 can be analysed. With the hierarchical pool, the 
original clone can be found easily. 

- The same procedure can be performed with a mutant 
worm expressing the T7 RNA polymerase. Screening for 
enhanced, reduced or new phenotypes. 

35 - The procedure can be used to enable screening of 
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compounds. Screening with either a wild- type strain or 
a mutant strain for enhanced or new phenotypes. 
- The DNA could be introduced in the worm by new 
methods. One of which is the delivery of DNA by E. 
5 coli. In this case the hierarchical pooled library is 
fed to the animal. To prevent digestion of the E. coli 
DNA in the gut of the nematode, preferentially a DNAse 
deficient C. elegans will be used, such as nuc-1 
(el392) . This procedure would be one of the most 
10 interesting as it would be independent of 

transformation efficiencies of other techniques, and 
generally faster and less labourious. 

2) Putative enhancements of the method. 

15 - A vector is designed, so that it harbors the sup-35 
cDNA or a part of this cDNA, cloned in between two T7 
promoters. The rest of the vector is as described in 
Examples A) and B) . This vector can be introduced into 
a pha-lts mutant C. elegans. A temperature selection 

20 system exists in this case and only those worms which 
have taken up the DNA and express the double stranded 
sup-35 RNA will survive at restricted temperatures. 
The hierarchical pooled library can be delivered by 
any method described above. 

25 - The vector can be used to construct a library that 
is introduced in a T7 RNA polymerase expressing E. 
coli. In this case we have an analogous screening as 
in part A) with an additional screening for worms where 
the dsRNA of sup-35 is active. 

30 - The DNA and or dsRNA of sup-35 could be delivered on 
a different plasmid. For the feeding, both DNA feeding 
(Example C) or dsRNA feeding Example A) and B) , this 
means that the two plasmids could be present in one 
bacterium, or that the worm is fed on a mixture of 

35 bacteria, one of which harbors the sup-35 construct. 
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Example of the construction of a T7 RNA producing 
C . elegans 

To produce T7 RNA polymerase in the worm, several 
5 possibilities are possible. The T7 polymerase can be 
expressed under various promoters, being inducible 
promoters, constitutive promoters, general promoters 
and tissue (cell) specific promoters, or combinations 
of those. Examples of these promoters are the 

10 heatshock promoter hsp-16, the gut promoter ges 1, the 
promoter from cet858, but also the promoter of dpy 7 
and the promoter element GATA1. In this example the T7 
RNA polymerase is expressed under the control of the 
hsp-16 promoter that is available in the pPD49.78 

15 vector. The T7 RNA polymerase is isolated as a PCR 
product using the primers of GN3 an GN4 . 

The resulting PCR product is digested with Nhel 
and Ncol, as is the vector in which we want to clone, 
being the Fire vector pPD49.78. The resulting vector 

20 is pGNlOO illustrated in Figure 2 oGN3 : CAT GGC AGG 
ATG AAC ACG ATT AAC ATC GC oGN4 : ATG GCC CCA TGG TTA 
CGG GAA CGC GAA GTC CG pGNlOO is included. 

The vector is introduced into the worm using 
standard techniques, such as micro injection, for 

25 example. 

The following strains were then constructed: 

-Wild-type (pGNlOO) 
30 -nuc-1 (el392) (pGNlOO) 

-pha-1 (e2123) (pGNlOO) 
-pha-1; nuc-1 (pGNlOO) 

All of these strains are able to produce T7 RNA 
35 polymerase when temperature induced or alternatively 
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by metals such as application of heavy cadmium or 
mercury. The procedure for temperature induction is to 
shift the animal to a temperature of 30-33°C for at 
least one hour, then the animal can be shifted back to 
5 standard 

temperatures (15-25°C) . 

The wild type strain producing T7 RNA polymerase 
can be used for the production of any RNA in the worm. 
More specifically, the plasmids from the described 

10 libraries can be introduced in these worms, and 
phenotypes can be scored. 

The nuc-1 mutant worm will be used to introduce 
DNA via bacteria on which the worm feed. As the nuc-1 
worm does not digest the DNA, the plasmid DNA can 

15 cross the gut wall. If taken up by the cells that 

produce the T7 RNA polymerase, dsRNA will be produced 
thus inhibiting the gene from which the RNA was 
transcribed. 

The pha-1 mutant strain that produced T7 RNA 

20 polymerase can be used to enhance the procedures as 
described above. DNA can be introduced by shooting, 
micro injection or feeding. More specifically this 
strain can be used for the vectors that produce dsRNA 
from sup-35 and from the gene of interest, the latter 

25 can be a PCR product, a cDNA, or a library as 
described. 

The pha-1; nuc-1 mutant producing T7 RNA 
polymerase can be used for the bacterial delivery of 
the DNA. DNA will preferentially be the plasmid that 
30 produce dsRNA from both sup-35 and the gene of 

interest. The worm strain will preferentially produce 
the T7 RNA polymerase in the gut. Delivery will 
preferentially happen by feeding the worm on bacteria 
harboring the plasmid. 



35 
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Application of the RNAi technology in plants 

Nematodes are responsible a large part of the 
damage inflicted on plants and more particularly to 
5 plants used in the agricultural industry. The RNAi 
procedures according to the invention can be applied 
to plants to prevent these parasitic nematodes from 
feeding longer. In a first step, a DNA fragment is 
isolated from the parasitic plant nematode that is 

10 critical for the animals survival or growth, or to 
feed or to proliferate. Any gene from which the 
expression is essential is suitable for this purpose. 

A part of this gene, an exon or cDNA is cloned. 
This DNA fragment can be cloned under the influence of 

15 a tissue specific promoter preferably a root specific 
promoter even more preferably between two root 
specific promoters. The DNA of the cloned gene under 
the control of the root specific promoter can be 
introduced in the plant of interest, using plant 

20 transgenic technology. For every parasitic nematode, a 
different piece of DNA may be required and likewise 
for every plant race, a different promoter will be 
needed. 

The root will produce RNA or dsRNA from the 
25 introduced piece of DNA when root specific promoter is 
utilised. As the nematode feeds on the plant, the RNA 
and/or dsRNA will be consumed or ingested by the 
nematode. The RNA and/or dsRNA can enter the cells of 
the nematode and perform its inhibitory action on the 
30 target DNA. Depending on the nature of the cloned DNA 
piece of worm, the nematode will not be able to 
survive, to eat, proliferate, etc in any case 
preventing the animal of feeding longer on the plant, 
and thus protecting the plant. 
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Construction of a T7 RNA polymerase producing C. 
elegans 

To produce a T7 RNA polymerase or other RNA 
5 polymerases in animals, and more particularly in 

nematodes and most particularly in C. elegans, several 
possibilities can be envisaged. The T7 RNA polymerase 
can be expressed under various promoters. These 
promoters may be inducible promoters, constitutive 
10 promoters, general promoters, tissue specific 
promoters, or combinations of those. 

Examplel : 

Constructio n of a basic vector for expression of 
15 T7 polymerase in C. elegans 

The T7 polymerase coding sequence was PCR 
amplified from_X CE6 (Novagen, Madison, USA) using the 
primers oGN26 (ATGGAATTCTTACGCGAACGCGAAGTCCG) and 

20 oGN46 (CTCACCGGTAATGAACACGATTAACATCGC) , using standard 
procedures (PCR, A practical A practical approach, 
1993, Ed. J. McPherson, et al, IRL Press). The 
resulting DNA fragment encoding for the T7 RNA 
polymerase was digested with Agel and EcoRI and 

25 inserted into the Fire vector pPD97.82 digested with 

Agel and EcoRI. The resulting construct encodes for an 
open reading frame of T7 RNA polymerase in fusion with 
the SV40 large T antigen nuclear localization signal 
(NLS) with amino acid sequence MTAPKKKRKVPV . This 

30 nuclear localization signal sequence is required to 
translocate the T7 RNA polymerase from the cytoplasm 
to the nucleus, where it is able to bind to its 
specific promoters, designated T7 promoters. Upstream 
of the coding sequence for the T7polymerasefusion 

35 protein is a minimal promoter (myo-2) preceded by a 
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multiple cloning site (MCS) in which several C. 
elegans promoters can be inserted. This plasmid 
(pGN105 shown in Figure 11) is a basic T7 RNA 
polymerase plasmid which enables the expression of 
5 T7polymerase in C. elegans. Derivatives of this 

plasmid wherein promoters are cloned into the multiple 
cloning site, allow for the inducible, constitutive, 
general and tissue specific expression of T7 RNA 
polymerase in C. elegans, as expression will be 

10 regulated by the promoter cloned in the multiple 
cloning site. 

Although not restricted to these examples, for 
the following promoters it is known that they induce 
expression in the following tissues. 

15 let-858 (ubiquitous expression), myo-2 (pharynx 

expression), myo-3 (body wall muscles), egl-15 (vulval 
muscles) , unc-119 (pan-neuron) . 



Example 2; 

20 Construction of a vector for expression of T7 RNA 

polymerase in C. eleaans muscle tissue. 



The T7 RNA polymerase coding sequence was PCR 
amplified from_X CE6 using the primers oGN43 

25 (GCCACCGGTGCGAGCTCATGAACACGATTAACATCGC) and oGN44 
(CACTAGTGGGCCCTTACGCGAACGCGAAGTCCG) digested with 
Agel/Spel and inserted in the pGK13 vector digested 
with Agel/Spel. (This vector contains the strong SERCA 
promoter which drives expression in the pharynx, the 

30 vulval muscle, the tail and the body wall muscle) . A 
nuclear localization signal (NLS) of SV40 large T 
antigen was inserted in front of the T7 polymerase 
coding sequence by insertion of two overlapping 
oligo's OGN45 (CCGGATGACTGCTCCAAAGAAGAAGCGTAAGCT) and 

3 5 OGN4 6 (CTCACCGGTAATGAACACGATTAACATCGC) into the 
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Sacl/Agel restriction sites. The resulting construct 
was called pGN108 as shown in Figure 10. Introduction 
of this plasmid into C. elegans results in the 
expression of T7 RNA polymerase in the pharynx, vulva 
5 muscle, tail and body wall muscles. 

To test expression and functionality of T7 RNA 
polymerase in C. elegans under the regulation of the 
SERCA promoter, pGN108, which encodes the T7RNA 
polymerase under the control of the SERCA promoter was 

10 injected into C. elegans. A test vector was co- 
injected. This test vector encodes for GFP under the 
control of a T7 promoter (pGN401 in Figure 13) . The 
plasmid pGN401 was constructed by inserting two 
overlapping oligo's oGN41 (CCCGGGATTAATACGACTCACTATA) 

15 and OGN42 { CCGGTATAGTGAGTCGTATTAATCCCGGGAGCT ) in the 

Sacl/Agel opened Fire vector pPD97.82. generating a T7 
promoter. Furthermore a selection marker was co- 
injected to select for transf ormants (rol6, pRF4) . The 
latter selection vector pRF4 is well known to person 

20 skilled in the art. Transgenic Fl could easy be 

isolated as they display the rol 6 phenotype. These 
transgenic C. elegans all expressed GFP in the 
pharynx, the vulval muscle, the tail and the body wall, 
muscle. This data show clearly that theT7 RNA 

25 polymerase is functionally expressed under the 
regulation of the SERCA promoter, and that the 
expressed T7 RNA polymerase binds to the T7 promoter 
present in pGN401 and initiates transcription of the 
GFP gene, which is then functionally expressed, 

30 resulting in fluorescence in the muscle tissues where 
SERCA is inducing the expression of the T7 RNA 
polymerase. 



35 



WO 00/01846 



PCT/EP99/04718 



- 33 - 

Bawmple 3; 

Construction of a vector for ubiquitous 
expression of T7 polymerase in C. eleaans 

5 The NLS-T7 RNA polymerase fusion gene was 

isolated from pGN108 with Xmal/Bspl201 and cloned into 
the Fire vector pPD103.05 digested with 
XmaI/Bspl20I.This results in a vector wherein the T7 
RNA polymerase is cloned under the regulation of the 
10 let858 promoter. This specific promoter enables the 
expression of T7 RNA polymerase in all tissues. The 
resulting plasmid was named pGNHO (Figure 14) . 

Example 4 ; 

15 Construction of a vector for T7 RNA polymerase 

mediated expression of DNA fragments, genes , and 
cDNA's under the control o£ a T7 prompter. 

The Fire vector pPD97.82 was digested with Sad / 
20 Agel and a T7 promoter sequence was generated by 
insertion of two overlapping oligo's oGN41 
(CCCGGGATTAATACGACTCACTATA) and OGN42 

(CCGGTATAGTGAGTCGTATTAATCCCGGGAGCT) into the Sad /Age/ 
restriction endonuclease sites. This construct (pGN400 

25 Figure 12) contains a GFP open reading frame cloned 

between SacI and EcoRI restriction endonuclease sites 
under the regulation of the T7 promoter. Any gene, 
cDNA, or DNA fragment can be cloned in this vector by 
deleting the GFP gene as a Agel/ SacI fragment and 

30 cloning the DNA fragment of interest into the vector. 
Preferentially the DNA fragment of interest can be 
obtained by PGR amplification, inserting the Sacl/Afel 
sites in the primers. The resulting DNA fragment after 
PCR amplification is the digested and the GFP gene in 

35 pGN400 is replaced by the amplified DNA fragment. 
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Every vector that contains a T7 promoter could be used 
for the purpose of T7 RNA polymerase induced 
expression in C. elegans, such as the commercially 
available pGEM vectors and the pBluescript vectors. 
5 This is clearly shown by the pGN401 vector which 

expresses GFP under the regulation of the T7 promoter 
in a transgenic C. elegans which expresses T7 RNA 
polymerase . 

The use of pGN400 has the advantage that the 
10 vector includes a 3'UTR fragment from unc-54 which 
enhances the transcription or stability of the RNA. 

Generation of permanent, tissue specific *pseudo 
knock-out" RNAi C elegans lines 

15 

At present, gene knock outs in C. elegans are 
obtained after random, large scale mutagenesis and PGR 
base sib-selection. This method is bulky, very time 
consuming and tedious. It has been described that 

20 introducing double stranded RNA into a cell results in 
potent and specific interference of expression of 
endogenous genes. In C. elegans gene expression can be 
down regulated by injection of RNA into the body 
cavity of the worm, soaking the worm in a solution 

25 containing dsRNA or feeding E. coli that express dsRNA 
corresponding to the gene of interest. C. elegans 
cells have the ability to take in dsRNA from their 
extracellular environment. It has been reported that 
mRNA is the target of this ds RNA mediated genetic 

30 interference (Montgomery and Fire 1998) . It is also 
suggested that the targeted RNA is degraded in the 
nucleus before translation can occur. Although the 
RNAi mediated reduction of gene expression can be 
passed on to the next generations, heritability is 

35 poor and the effect is rapidly lost during further 
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offspring. This is probably due to a continued 
decrease of the dsRNA pool. We propose here a method 
to construct C. elegans lines with a permanent, 
inheritable, RNAi phenotype. The method encompasses 
5 the generation of transgenic C. elegans lines by 

introducing plasmids containing cDNA fragments of the 
target gene in the sense and antisense orientation 
under control of a worm promoter or by transcription 
of an inverted repeat of the cDNA from a single 

10 construct. Alternatively, ds RNA can be transcribed 
from a vector harboring a cDNA flanked by two T7 
promoters in a C. elegans strain that expresses T7 
polymerase. The result is a transgenic worm with an 
heritable stable w pseudo knock-out" phenotype. The 

15 expression of the cDNA or the T7 polymerase can be 

general and constitutive but could also be regulated 
under a tissue specific promoter. In contrast to RNAi 
induced by external ds RNAi (injected, soaked or 
feeded) this method would enable to obtain 

20 conditional, tissue specific inhibition of gene 
expression. 

Inhibition of unc-22 expression bv RNA 
interference results in a "twitching* phenotype. 

25 

Unc 22 cDNA (exon 22) was cloned in sense and 
antisense orientation in pPD103.05. (A, Fire nr L2865) 
containing the let 858 promoter that is capable of 
expressing RNA sequences in all tissues. The resulting 

30 plasmids were named pGN205 (Figure 19a) and pGN207 

(Figure 19 b) . These constructs were introduced into 
C. elegans together with a selectable marker (rol-6; 
GFP) . Transgenic Fl individuals (expressing rol-6 or 
GFP) showed a "twitching" phenotype indicating that 

35 RNAi could be mediated by endogenous transcription of 
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RNA from transgenic DNA. The RNAi phenotype co- 
segregated with the selectable marker into further 
offspring. This resulted in the generation of C. 
elegans lines with permanent RNAi phenotype. 

5 

Generation of stable lines T 7 RNA polymerase 
lines and generation of dual tran sgenic worms. 

An expression system in C. elegans based on an 

10 exogenous RNA polymerase demands two plasmids. One is 
encoded for the RNA polymerase under the control of a 
specific promoter, while the other plasmid encodes for 
the DNA fragment to be expressed, under the regulation 
of the T7 promoter. In the case of semi stable RNAi 

15 also designated pseudo stable knockouts, the DNA of 
interest is cloned between two T7 promoters so that 
dsRNA can be produced. 

As the T7 RNA polymerase expression system is 
known to be a high expression system this will result 

20 in problems to generate dually transgenic animals. If 
the gene to be expressed in the C. elegans nematode is 
toxic, this will result in lethal effects and hence in 
the construction of a C. elegans without highly 
regulated stable expression of the gene of interest. 

25 If the gene of interest is essential for the survival 
of the organism, RNAi with a DNA fragment from this 
gene will also result in lethal effects, so that 
pseudo- stable knockouts are not possible. 

To overcome this problem the present inventors 

30 have designed a system consisting of two transgenic 

animals. The first animal is transgenic for the T7 RNA 
polymerase, This T7 RNA polymerase can be expressed in 
all cells or specific cells or tissues as has been 
shown in previous examples. The second transgenic 

35 animal is transgenic for the DNA fragment of interest. 
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This can be a gene or cDNA linked to a T7 promoter, or 
if one wants to perform RNAi a DNA fragment of such 
gene cloned between two T7 promoters. 

Both transgenic animals are viable and do not 
5 show any aberrant phenotypes. This is because the 
T7RNA polymerase expressed in the first transgenic 
organism is not toxic for the organism, even if 
expressed at relative high levels. In the second 
transgenic organism, the gene of interest is not 
10 expressed or the dsRNA is not produced as these 
transgenic animals do not contain the T7 RNA 
polymerase . 

Expression of the gene or cDNA of interest or 
RNAi with a DNA fragment can now be obtained by mating 

15 the two transgenic animals. The offspring of these are 
dually transgenic and express the gene of interest or 
express dsRNa of the DNA fragment of interest. 
To generate sufficient males in such a mating, one of 
the transgenic animals males can be a C. elegans 

20 mutant with a phenotype favouring generation of males. 
An Example of such a mutant is him-5. Preferentially 
such a mutant will be used to make a C. elegans 
transgenic for T7 RNA polymerase, while the 
hermaphrodite harbors the DNA fragment under the 

25 regulation of the T7 promoter. 

To select efficiently for the dual transgenic 
offspring a second transgene can be introduced in the 
second transgenic animal . This transgene contains a 
reporter gene under the regulation of the T7 promoter. 

30 The reporter gene can be GFP, lucif erase, Beta 

galmactosidase, or beta-lactamase . an example of such 
a ttransgene are the vectors pGN400 and pGN401. 

To obtain inducible, tissue specific expression 
of a transgene in C. elegans we can make male stock 

35 (i.e. him-5) carrying the T7 polymerase construct 
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under the control of different C. elegans promoters 
that enable tissue specific expression such as) . This 
males can be crossed with hermaphrodites carrying the 
gene of interest under the control of a T7 promoter. 
5 Furthermore, the transgenes can be integrated 

into the genome of the animal. Methods to generate 
stable integration of a plasmid into the genome of the 
animal have been described (Methods in cell biology, 
Vol. 48, 1995, ed. by epstein and Shakes, academic 

10 press) and involve radiation of the animal. 

This can be done for both animals animals, but 
preferentially, the animals expressing the T7 RNA 
polymerase are subject to such traetment. This result 
in a collection of C. elegans nematodes that stably 

15 express T7 RNA polymerase under the control of various 
promoters, examples of such promoters are the myo-2 
(pharynx expression), myo-3 (body wall muscles), egl- 
15 (vulval muscles), unc-119 (pan-neuron), SERCA 
(muscles), let858 (all cells) ges-1 (gut). 

20 

Construction of RNAi T7 promoter yeast two hybrid 
vectors 

PGAD424 with forward and re verse T7/T3 and or Sp fi 
25 In most two-hybrid experiments a cDNA library is 

cloned in plasmid pGAD424 (Figure 16) which has been 
engineered with additional restriction sites in the 
polylinker such as a Ncol site (Clontech) . This 
library allows for screening of binding proteins in a 
30 yeast two hybrid experiment. We constructed a new 

yeast two hybrid vector with the same possibilities 
to perform yeast two hybrid, but which contain two 
addditional T7 promoters, so that the vector can be 
used for T7 RNA polymerase induced pseudo-stable 
35 knock-outs. For this we inserted a forward T7 by using 
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a T7- linker (consisting of the following primers 
aattcttaatacgactcactatagggcc and 

catgggccctatagtgagtcgtattaag) into the EcoRI-Ncol site 
of pGAD424. The resulting vector was designated 
5 pGAD424-without-FULL-ICE-both-T7. Care was taken to 
eliminate stop codons and using maximal polyl inker 
compatible amino acids. We adopted the same strategy 
for the reverse T7 (consisting of both primers 
gatccgtcgacagatctccctatagtgagtcgtattactgca and 
10 gtaatacgactcactatagggagatctgtcgacg) with BamHl and 

Pstl. To avoid loss of Sail, we included this site in 
the primer. 

The Sail site is important as most libraries are 
cloned in this site, adapters are available. This 
15 makes the newly constructed vector compatible with 
existing vectors. 

pAS? wXKU with forward and reverse T7/T3 and or 

Sp6 

20 

An analogous yeast two hybrid vector was 
constructed based on pAS2 (Clontech) . By partial EcoRV 
digestion we were able to remove a significant part of 
the cyh2 gene. The right construct can be isolated and 

25 checked by a restriction digest with Bglll. this 

restriction site is present in the EcoRV fragment of 
PAS 2 to be eliminated. This elirnates the cyh2 gene 
which is slightly toxic gene and involved in growth 
retardation. This gene is non-essential for the 

30 performing of RNAi and Yeast two hybrid experiments. 
After the elimination of the EcoRV fragment, The 
EcoRI restriction site which is located between the 
DNA sequence encoding for GAL4DB and HA (epitope) 
becomes unique for the plasmid, and can be used to 

35 subsitute HA with a T7 promoter containing linker. 
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This ensures persistence of all restriction sites, 
allowing both in frame cloning and compatibility with 
previous vectors and pGAD424. We used the following 
linker (primers: aattcttaatacgactcactatagggca and 
5 tatgccctatagtgagtcgtattaag) using Ecorl and Ndel 

cloning sites. We adopted the same strategy for the 
reverse T7 (primers: 

gatccgtcgacagatctccctatagtgagtcgtattactgca 
catgggccctatagtgagtcgtattaag and 

10 gtaatacgactcactatagggagatctgtcgacg) with BamHl and 
Pstl. To avoid loss of Sail we included it in the 
primer. The resulting vector was designated pAS2-cyh2- 
HA+both T7- final. 

Having the T7 promoter (or alternatively the T3, 

15 or SP6 promoter) in pGAD424 allows to go quickly from 
interacting protein to RNAi and assigning function to 
the isolated DNA fragment. An additional advantage is 
the ability to make by in vitro transcription coupled 
to in vitro translation (There is an ATG in frame with 

20 either GAL4DB or GAL4AD) labeled protein which can be 
used for in vitro controls (e.g. pull down assays) of 
the actual protein-protein interaction. 

The sequences of the plasmids produced and the 
SP6 and T3 polymerase are identified in the Sequence 

25 Listing provided below: 
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SP6DNA-oependentRNA polymerase: SEQUENCE ID NO. 1 



swissprot accesion number P06221 



protein sequence: 



1 raqdlhaiqlq leeemfnggi rrfeadqqrq iaagsesdta wnrrllseli apmaegiqay 

61 keeyegkkgr apralaflqc venevaayit mkvvmdnilnt datlqaiams vaeriedqvr 

121 fskleghaak yfekvkkslk asrtksyrha hnvavvaeks vaekdadfdr weawpketql 

181 qigttlleil egsvfyngep vfmramrtyg gktiyylqts esvgqwisaf kehvaqlspa 

241 yapcvipprp wrtpfnggfh tekvasrirl vkgnrehvrk ltqkqmpkvy kainalqntq 

301 wqinkdvlav ieevirldlg ygvpsfkpli dkenkpanpv pvefqhlrgr elkemlspeq 

361 wqqfinwkge carlytaetk rgsksaawr mvgqarkysa fesiyfvyam dsrsrvyvqs 

421 stlspqsndl gkallrfteg rpvngvealk wfcinganlw gwdkktfdvr vsnvldeefq 

481 dmcrdiaadp Itftqwakad apyeflawcf eyaqyldlvd egradefrth Ipvhqdgscs 

541 giqhysamlr devgakavnl kpsdapqdiy gavaqvvikk nalymdadda ttftsgsvtl 

601 sgtelramas awdsigitrs ltkkpvmtlp ygstrltcre svidyivdle ekeaqkavae 

661 grtankvhpf eddrqdyltp gaaynymtal iwpsisewk apivamkrair qlarfaakm 

721 eglmytlptg fileqkimat emlrvrtclm gdikmslqve tdivdeaanun gaaapnfvhg 

781 hdashliltv celvdkgvts iavihdsfgt hadntltlrv alkgqmvamy idgnalqkll 

B41 eehevrwmvd tgievpeqge fdlneimdse yvfa 



T3DNAdependertRNA polymerase: SEQUENCE ID NO. 2 



swissprot accession number P07659 



protein sequence: 



1 mniieniekn dfseielaai pfntladhyg salakeqlal ehesyelger rflkmlerqa 

61 kageiadnaa akpllatllp klttrivewl eeyaskkgrk psayaplqll kpeasafitl 

121 kvilasltst nmttiqaaag mlgkaiedea rfgrirdlea khfkkhveeq lnkrhgqvyk 

181 kafmqwead migrgllgge awsswdkett mhvgirliem liestglvel qrhnagnags 

241 dhealqlaqe yvdvlakrag alagispmfq pcvvppkpwv aitgggywan grrplalvrt 

301 hskkglmrye dvympevyka vnlaqntawk inkkvlavvn eivnwkncpv adipslerqe 

361 lppkpddidt neaalkewkk aaagiyrldk arvsrrisle fmleqankfa skkaiwfpyn 

421 mdwrgrvyav pmfnpqgndm tkglltlakg kpigeegfyw Ikihgancag vdkvpfperi 

481 afiekhvddi lacakdpinn twwaeqdspf cflafcfeya gvthhglsyn cslplafdgs 

541 csgiqhfsam lrdevggrav nllpsetvqd iygivaqkvn eilkqdaing tpneroitvtd 

601 kdtgeisekl klgtstlaqq wlaygvtrsv tkrsvmtlay gskefgfrqq vlddtiqpai 

661 dsgkglmftq pnqaagymak liwdavsvtv vaaveamnwl ksaakllaae vkdkktkeil 

721 rhrcavhwtt pdgfpvwqey rkplqkrldm iflgqfrlqp tintlkdsgi dahkqesgia 

781 pnfvhsqdgs hlnntvvyah ekygiesfal ihdsfgtipa dagklfkavr etmvityenn 

841 dvladfysqf adqlhetqld kmpplpkkgn lnlqdilksd fafa 
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pGNi08: SEQUENCE ID NO. 3 



cxteatcttcttcttcttcttctctcctgto 
attttcagataaaaccaaactacttgggttacagcc^^ 
catagaacattttcaggaggacccttgcttggagggtaccggatga^ 
cgacttctctgacatcgaactggctgctatra 



aaatcaagccggaagccgtagcgtacatcaccattaagaccactctggct^cctaac^ 
aatcggtcgggccattgaggacgaggctcgcttcggtcgtatccgtgaccttgaagctaagcacttc^ 



tcaagactetgagactatcgaactcgcacctgaatacg^ 

cgtagttcctcctaagccgtggactggcattactggtggtggctattgggctaacggtcgtcgtccte^ 
actgatgcgctacgaagacgtttacatgcctgaggtgtacaaagcgattaacattgcgcaaaacaccgca^ 

~ ' gac 



ct^gcaagccaataagtttgctaaccataaggccatctggttcccttaca^ 

aagglaacgatatgaccaaaggacgtcttacgctggcgaaaggtaaaccaatcggtaaggaaggtta^ 

tgcgggtgtcgataaggtttcgmcctgagcgcatcaagttcattgaggaaaaccacgagaacatcatggcttgcg^ 

ttggtgggctgagcaagattctccgttctgcttccttgcgttctgctttgagtacgctggggtaM 

tggcgtttgacgggtcttgctctggcatccagcacttctccgcgatgctccgagatgaggtaggtgg^ 

teaggacatctacgggattgttgctaagaaagtc^ 

gagaacactggtgaaatctctgagaaagtcaagctgggcactaaggcactggctggtcaatggctggcttac^ 
gttcagtcatgacgctggcttacgggtccaaagagncggcttccgtcaacaagtgctggaagataw^ 



tggcttaagtctgctgctaagctgctggctgctgaggtcaaagataagaagactggagagatt^ 

gatggtttccctgtgtggcaggaatecaagaagcctattcagacgcgcttgaacctgaigttcctcggtcagttccgcttacagcc^ 

acaaagatagcgagartgatgcacacaaacaggagtctggtatcgctectaac^ 

tgggcacacgagaagtacggaatcgaatctmgcactgattcacgactccttcggtaccattccgg^^ 

gaaactatggttgacacatatgagtcttgtgatgtactggctgatttotacgaccagttcgctgacca^ 

acttccggctaaaggtaacttgaacctccgtgacatcttagagtcggacncgcgttcgcgtaagggcccacta^ 

cgcgcgmcggtga^acggtgaaaacctctgacacatgcagctcccggagacggtcacagcttgtctgtaagcgga^ 

ccgtcagggcgcgtcagcgggtgttggcgggtgtcggggctggcttaactatgcggcatcagagca^ 

gaaataccgcacagatgcgtaaggagaaaataccgcatcaggcggccttaagggcctcgtgatecgccta 

ggtttcttogacgtcaggtggcactttteggggaaatgtgcgc^ 

aaccctgataaatgcttcaataalattgaaaaaggaagagtatgagtattcaacamccgtg^ 

tgctcacccagaaacgctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtggg^^ 

cttgagagtmcgccccgaagaacgttttccaatgatgagcacttttaaagttctgctatgtggcgcggtote^ 

actcggtcgccgcatacactattctcagaatgacttggttgagtacte 

cagtgctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcggaggaccgaaggag^ 

gggatcatgtaactcgccrtgatcgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcctgto^ 

caacgttgcgcmctatteactggcgaactocttactctagcttcccggcaacaattaategact^ 



aagccctcccgtatcgtagttatctacacgacggggagtcaggcaactatggafc 

gcattggtaactgtcagaccaagtttactcataiatacmagattgattmaacttcattmaamaaaaggatctagg 

tgaccaaaatcccttaacgtgagtmcgttccactgagcgtcagaccccgtegaaaagatcaaaggatcttctt^ 

ctgcttgcaaacaaaaaaaccaccgctac<agcggtggmgtttgccggatcaagagctaccaactct^^ 

gcagataccaaatactgtccttctagtgtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacc 



agaaaggcggacaggtatccggtaagcggcagggtcggaacaggagagcgcacgagggagcttccagggggaaacgcctggtatcmatagtc 

ctgtcgggtttcgccacctctgacttgagcgtcgattmgtgatgctcgtcaggggggcggagcctatggaaaaacgcc^^^ 

ggttcctggcctmgctggcctmgctcacatgttcmcctgcgttatcccctgattctgtggataaccgtattaccgccm 

gccgcagccgaacgaccgagcgcagcgagtcagtgagcgaggaagcggaagagcgcccaatacgcaaaccgcctctccccgcgcgttggccg 

attcattaatgcagctggcacgacaggmcccgactggaaagcgggcagtgagcgcaacgcaattaatgtgagttagctcactcattaggc 

ggcttucactmtgcttccggctcgtatgttgtgtggaattgtgagcggataacaamcacacaggaaacagclatgaccatga 

aagtttaaacatgatcttocmcmctattctcamaaatmcagagcttaaaaatggctgaaate 

atgaaataagcttgcatgcctgcagagcamaaatoctgctmccttgcaaaattcggtgcmcncaaagagaaactmgaagtcggcgcga 
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ttccttctttgacttctetcrttecgccaaaaagcctagcatt 

tcgcccmcagtacatgacaagggcggattattatcgatcgato^ 

ctctcaatatattactagggagacgaggagggggaccmteg 

cgattcatagactcccatettccttgatgaaggtgtgggtttmgctttttttc 

gagccgaaaaaacatccgtagtaagtcttccttttaagccgacactttttagaca^ 

tttcaattttttttaattactaaaiaggcaaaagttmtcaagaactcte^ 



agmgtttttaaaggaaaaacacgaaaaaagaacactatttatcttttcctccccgcgtaaaamg 

cggctcttcacaccgtgcttcctctcacttgacccaacaggaaaaaaaaacatcacgtctgagacgglgM 

cccagtaacaaaaaaaamggmctttacttiatatttotgtaggtra 

ctccagcagcacacaatcatcttcgtgtgttctcgacgattccttgtalgccgcggtcgtgaatgcaccacattcgacgcgca^ 

acmcggtggtattactacacgtcatcgttgttcgtagtctcccgctcmcgtccccactcactcc 

caccactcctgacgmctaccncttgtmccgtccattiagattttatctggaaattmttaaaatt^ 

ggteagacatacattttetatttrtcateaaaaaaaaagttga 

cccacccctcgcttgntctcaaaamgagatea^ 

agatgagagaamacaaacagaaatgaaaaaaagttggccaaataatgaagtmtccgagattgatg^ 
ggggagagagagamgattttcgcaicaaactccgccttttacatgtcttttogaatc 
cagtaatttegcaattttettgccaaaaatacac^ 
ttetagtgtttaamccgcataattggacctaaaatgg^ 

cacgaaautatggtaatttcccgaaaiattgagggtctcgccacgatttcagtcacagtggcca^ 

ttccggaaaaccgaatctmttagmmgtcatcatmgaacaaaaaatcgagacatccctatagtttcgca^ 

<agtcagaattaaaattcgctggaactgggaccatgatate 

ccagtgtgtgccatotcacacacacacacacacacaatgtcgagamtatgtgttatccctgcttgatttcgttc 

agccgagaagctccagagaatggagcacacaggatcccggcgcgcgatgtegtogggagatggcgccgcctgggaagccgccgagagatatca 
gggaagatcgtctgamctcctcggatgccacctcatctctcgagtttctccgcctgttactccctgccgaacctgatatttccc 
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pGNlOS: SEQUENCE ID NO- 4 

aagcttgcatgcctgcaggccttggtcgactetagacactmc 
gaagggctcgccgaaaaatcaaagttatctccaggcte^^ 

ggattggccaaaggacccaaaggtatgmcgaatgatactaacataacatagaacattttcaggaggacccttgcttgg 

aaaatgactgctccaaagaagaagcgtaaggtaccggmtgaacacgattaacatcgctaagaacgacttctctgacate 

gttcaacactdggctgaccattacggtgagcgtttagctcgcgaacagtt^ 

gatgtttgagcgtcaacttaaagctggtgaggttgcggataacgctgccgcctt^ 

cgactggmgaggaagtgaaagctaagcgcggcaagcgcccgacagccttccag 

ccattaagaccactctggcttgcctaaccagtgctgacaatacaaccgttcaggctgtagcaagcgcaatcggtcgggccattgaggacgaggctcg 

cttcggtcgtatccgtgaccttgaagctaagcacttcaagaaaaacgttgaggaacaactcaacaagcgcgtagggcacgtctacaagaaagcattta 

tgcaagttgtcgaggctgacatgctctctaagggtctactcggtggcgaggcgtggtcttcgtggcataaggaagactctat^ 

gcatcgagatgctcattgagtcaaccggaatggttagcttacaccgccaaaatgctggcgUgtaggtcaagactctgagacto 

gaatacgctgaggctatcgcaacccgtgcaggtgcgctggctggcatcte^ 

actggtggtggctattgggctaacggtcgtcgtcctctggcgtf^ 

gaggtgtacaaagcgattaacattgcgcaaaacaccgcatggaaaatcaacaagaaagtcctagc^ 

tgtccggtcgaggacatccctgcgattgagcgtgaagaactcccgatgmccggaagacatcgacatgaatcctgaggctctcacc 

cgtgctgccgctgctgtgtaccgcaaggacag^ctcgcaagtctcgccgtatcagccttgagttcatgcttgagcaagccaataagm 

aaggccatetggttcccttacaacatggactggcgcggtcgtg^ 

acgctggcgaaaggtaaaccaatcggtaaggaaggmctactggctgaaaatccacggtgcaaactgtgcgggtgtcgataaggttccgttccctg 
agcgcatcaagftcattgaggaaaaccacgagaacatcatggcttgcgctaagte^^ 

gcttccttgcgttctgcmgagucgctggggtacagcaccacggcctgagctataactgctcccttccgctggcgtttgacgggtcttgctctggcatc 
cagcacttetccgcgatgctccgagatgaggtaggtggtcgcgcggttra 

aaagtcaacgagattctacaagcagacgcaatcaatgggaccgataacgaagtagnaccgtgaccgatgagaacactggtgaaatctctgagm 
gtcaagctgggcactaaggcactggctggtcaatggctggctcacggtgtta^ 

caaagagttcggcncxgtcaacaagtgctggaagataccattcagccagctattganccggcaagggtccgatgttcactcagccgaatcaggctg 

ctggatacatggctaagctgamgggaatctgtgagcgtgacggtggtagctgcggngaagcaatgaactggcttaagtctgctgc^ 

ctgctgaggtcaaagataagaagactggagagattcttcgcaagcgttgcgctgtgcattgggtaactcctgatggtttccctgtgtggcaggaataca 

agaagcctattcagacgcgcttgaacctgatgttcctcggtcagttrc^ 

aacaggagtctggtatcgctcctaacmgtacacagccaagacggtagccacctte^ 

atctmgcactgattcacgactccttcggtaccattccggctgacgc^ 

gtgatgtactggctgatttctacgaccagttcgctgaccagngcacgagtctcaattggacaaaatgccagcacttccggctaaaggtaacttgaacct 

ccgtgacatcttagagtcggacttcgcgttcgcgmgaattccaactgagcgcc^^ 

gccgctgtcatcagagtaagtttaaactgagttctactaactaa^ 

actcttcaacatccctacatgctctttctccctgtgctcccaccccctattmgttattatcaaaaaaacttcncttaam 

cctctaacaatgaaattgtgtagattcaaaaatagaattaattcgtaataaaaagtcgaaaaaaartgtgctccctcc^ 

aaatctacacaatgttctgtgtacacttcttatgttttttttacttctgataaatttttmgaaacatcatagaaaaaac^ 

acgmcagtttatgaccgcaatttttatncttcgcacgtctgggcctctcatgacgtcaaatcatgctcatcgtgaaa^ 

caatcaagtgaaagtttatgaaattoatmcctgctmgcttmgggggtttcccctattgmgtcaagagtttcgaggacgg^ 

caagtattgatgagcacgatgcaagaaagatcggaagaaggmgggtttgaggctcagtggaaggtgagtagaagttgataatttgaaagtggagta 

gtgtctatggggttmgccttaaatgacagaatocattcccaatataccaaacataactgmcctectagtcggccgtacgggccctttcgtctcgcgcg 

tttcggtgatgacgglgaaaacactgacacatgcagctcccggagacggtcacagcttgtctgtaagcggatgccgggagcagacaa 

gggcgcgtcagcgggtgttggcgggtgtcggggctggcttaactatgcggcatcagagcagatrgtactgagagtgcaccatatgcggtgtgaaata 

ccgcacagatgcgtaaggagmataccgcatcaggcggM 

agacgtcaggtggcactmcggggaaatgtgcgcggaacccctamgtttattm^ 

gataaatgcttcaataatartgaaaaaggaagagtatgagtattcaacamccgtgtcgcccttettccctttmgcggcatwgccncctgttm 

cccagaaacgctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctcaacagcggtaagate 

agtmcgccccgaagaacgtmccaatgalgagcacttttaaagttctgcmgtggcgcggtattatcccgtattgacgccgg^ 

gtcgccgcatacactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcagtg 

ctgccataaccatgagtgataacactgcggccaacttacttctgacaacgatcggaggaccgaaggagctaaccgctttmgcacaa^ 

catgtaactcgccttgatcgngggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacg 

ttgcgcaaactattaactggcgaactacttactctagcttcccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgct 

cggcccttccggctggctggtttattgctgataaatctggagccggtgagcgtgggtctcgcggtatcattgcagcactggggc^ 

tcccgtatcgtagttatctocacgacggggagtcaggcaactatggatgaacga^^ 

gtaactgtcagaccaagtttoctcatatatactttagattgattlaaaacrtcamttaamaaaaggatctaggtgaagatc 

aaatcccttaacgtgagtmcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcrtgagatccttttmctgcgcgtaa 

gcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagctaccaactcttmccgaaggtaactggcttcagcagagcgcaga 

taccaaatactgtccttctagtgtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaatcctgttaccagtg 

gctgctgccagtggcgataagtcgtgtcttaccgggtfggactcaagacgatagtuccggataaggcgcagcggtcgggctgaacggggggticg 
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tgcacacagcccagcnggagcgaacgacctacaccgaactgagatacctacagcgtgagcattgagaaagcgccacgcttcccgaagggagaa 

aggcggacaggtatccggtaagcggcaggg^ggaacaggagagcgc^ 

gggtttcgccacctctgacngagcgtcgattmgtgatgto^ 

ctggcctmgctggcctmgctcacatgttcmcctgcgttatcccctgattctgtggataaccgtattaccgcctttgagtgagctgataccgctcgccg 

cagccgaacgaccgagcgcagcgagtcagtgagcgaggaagcggaagagcgcccaatacgcaaaccgcctctccccgcgcgttggccganca 

ttaatgcagctggcacgacaggttteccgactgg^ 

tacactttatgcttccggctcgtatgngtgtggaattgtgagcggata^ 

aaacatgatcttactaactaamttctcatttaaatmcagagctta^ 

at 
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aagcttgcatgcctgcaggccttggtcgactctogacactmcagcta^ 

gaagggctcgccgaaaaatcaaagttatctccaggctcgcgcatcccaccgagcggttgacttctctccaccacttttcattttaa 

ggattggccaaaggacccaaaggtatgtttcgaatgatactaacataaca^ 

gattaatacgactcactataccggtagaaaaaatgagtaaaggagaagaactttta^ 

ggcacaaatmctgtcagtggagagggtgaaggtgatgcaacatacggaaaact^ 

gtaagtttaaacatatatatactaactaaccctgattttttaaattte^ 

atcatotgaaacggcatgacttmcaagagtgccatgcccgaaggttatgtacaggaaagaactatottmcaaagatgacgggaactacaagaca 

gtaagtttaaacagttcggtacteactoaccatacatatttaaattttcag^ 

aggmttgattttaaagaagatggaaacattcnggacacaaattggaatacaactataactcacacaa 

ggaatcaaagttgtaagtttaaacatgattttactaactaactaatctgatttaaatmcagaacttcaaaattaga 

actagcagaccattatcaacaaaatactccaattggcgatggccccgtccttttaccagacaaccattacctgtccacacaatctgcccmcgaaagatc 

ccaacgaaaagagagaccacatggtccttcttgagmgtaacagctgctgggattacacatggcatggatgaactatacaaatagcattcgtagaattc 

caactgagcgccggtcgctaccatuccaacftgtctggtgtcaaaaataataggggccgctgtcatcagagtaagtttaaactga 

cgagtaatatttaaatmcagcatctcgcgcccgtgcctctgacttctaagtccaata^^ 

ccutttttgtuttatcaaaaaaacttcnctuatttctttgttttttagcttctttta^ 

mtaaaaagtcgaaaaaaattgtgctccctccccccattaataataatte^ 

ataaattttttttgaaacatcatagaaaaaaccgcacacaaaatacctta 

ctctcatgacgtcaaatcatgctcatcgtgaaaaagtmggagtamggaattmcaatcaagtgaaagtttatgaaattaatmw 

ggggtttcccctattgmgtcaagagmcgaggacggcgttmcttgctaaaatcacaagtattgatgagcacgatgcaagaaagatcggaa 

tttgggtttgaggctcagtggaaggtgagtagaagttgataatttgaaagtggagtagtgtctatggggtttttgccttaaatgacagaatacattcccaat 

ataccaaacataactgmcctactagtcggccgtacgggccctttcgtctcgcgcgtttcggtgatgacggtgaaaacctctgacacatgcagctcccg 

gagacggtcacagcttgcctgtaagcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgttggcgggtgtcggggctggctta 

actatgcggcatcagagcagattgtactgagagtgcaccatatgcggtgtgaaataccgcacagatgcgtaaggagaaaataccgcatcaggcggc 

cttaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggmcto^ 

cctamgtttatttttctaaatacaacaaautgtatccgctcatgagaca^ 

caacamccgtgtcgcccttattccctttmgcggcatmgccttcctgttmgctcacccagaaacgctggtgaaagtaaaagatgct^ 

gggtgcacgagtgggttacatcgaactggatctcaacagcggmgatccttgagagttttcgccccgaagaacgttttccaatgatgagcacttttaaa 

gttctgctatgtggcgcggtattatcccgtattgacgccgggcaagagcaactcggtcgccgcatacactattctcagaatgacttggttgagtactcac 

cagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcagtgctgccataaccatgagtgataacactgcggccaacttacnctga 

caacgatcggaggaccgaaggagcmccgcmtttgcacaacatgggggatcatgtaactcgccttgatcgttgggaaccggagctg 

cataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacgngcgcaaacunaactggcgaaoacoactctagcttcccggc 

aacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgctcg^ 

gtgagcgtgggtctcgcggtatcattgcagcactggggccagatggtaagccctcccgutcgtagttatctacacgacggggagtcaggcaactat 

ggatgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaactgtcagaccaagtttactcatatatacmaganga 

acttcattmaatttaaaaggatctaggtgaagatccttmgataatctcatgacM 

ugaaaagatcaaaggatcncngagatcctttttttctgcgcgtaatctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggm 

atcaagagctaccaactctmtccgaaggtaactggcttcagcagagcgcagataccaaatactgtccttctagtgtagccgtagttaggccaccactt 

caagaactctgtagcaccgcctacatacctcgctctgctaatcctgnaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggactca 

agacgatagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcacacagcccagcttggagcgaacgacctacaccgaactga 

gatacctacagcgtgagcattgagaaagcgccacgcttcccgaagggagaaaggcggacaggtatccggtaagcggcagggtcggaacaggag 

agcgcacgagggagcttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgacrtgagcgtcgatmtgtgatgctcgtc 

aggggggcggagcctatggaaaaacgccagcaacgcggcctttttacg^ 

ctgattctgtggataaccgtattaccgcctttgagtgagctgataccgctcgccgcagccgaacgaccgagcgcagcgagtcagtgagcgaggaag 
cggaagagcgcccaatacgcaaaccgcctctccccgcgcgttggccgattcattaatgcagctggcacgacaggtttcccgactggaaagcgggc 
agtgagcgcaacgcaattaatgtgagttagctcactcattaggcaccccaggctttacacmatgcttccggctcgtatgttgtgtggaangtgagcgg 
ataacaatttcacacaggaaacagctatgaccatgattacgccaagctgtaagtttaaacatgatcttactaactaactattctcatttaaattttcagagcn 
aaaaatggctgaaatcactcacaacgatggatacgctaacaacttggaaatgaaat 
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gatcccggcgcgcgatgtcgtcgggagatggcgccgcctgggaagccgccgagagatatcagggaagatcgtctgatttctcctcggatgccacct 
catctctcgagfflctccgcctgttactccctgccgaacctgatattta^ 

agcacagctcagtgnggctgtgtgctcgggctcctgccaccggcggcctcatcncncttcttcttctctcctgctctcgctutcacttctt 

attccttttcateatcaaactagcatttcttacttutttatttmtcaatm^ 

ggattggccaaaggacccaaaggtotgtttcgaatgatactaaca^ 

atgagtaaaggagaagaacmcactggagttgtcccaattcttgtt^ 

aggtgatgcaacatacggaaaacttacccttaaatttatttgcactactggaaaactacctgttcca 

gattatttaaattttcagccaacacitgtcactactttctgttatggtgttcaatgcttctcgagatacccagatcata 

gccatgcxcgaaggttatgtacaggaaagaactatatttttcaaagatgacgggaactacaagacacgtaagtttaa^ 

acatatttaaattttcaggtgctgaagtcaagmgaaggtgataccctt^ 

ggacacaaattggaaiacaactataactcacacaatgtatacateatggcagacaaa^ 

taactaacggattatamaaatmcagaacttcaaaattagacacaacangaagatggaagcgttcaactagcagaccattatcaacaaaatactccaa 
ttggcgatggccctgtccttttaccagacaaccattacctgtccacacaatctgccctttcgaaagatcccaacgaaaagagaga 
tgagtttgtaacagctgctgggattacacatggcatggatgaacutacaaatagcattcgtagaattccaactgagcgccggtcgctaccattaccaac 
ttgtctggtgtcaaaaataataggggccgctgtcatca^ 

gtgcctctgacttctaagtccaattactcttcaacatccctacatgctctttctccctgtgctcccaccccctattmgtte 

tcmgttttttagcttcttttaagtcacctcmcaatgaaattgtgUga 

ccccattaataataattcmtcccaaaatctacacaatgttctgtgtacac^ 

cacacaaaataccttatcatatgttacgmcagtttatgaccgcaatttttatttcttcgcacgtctgggcctctcatgacg 
aagtmggagtattmggaattmcaatcaagtgaaagtttatgaaattaatm^ 

gacggcgttmcttgctaaaatcacaagtattgatgagcacgatgcaagaaagatcggaagaaggtttgggmgaggctcagtggaagg^ 

aagttgataatttgaaagtggagtagtgtcutggggttmgccttaaatgacagtt^ 

gtacgggcccggtacccagctmgttccctttagtgagggttaattgcgcgcttggc^ 

cacaattccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcctaatgagtgagctaactcacattaattgcgttgcgctcactgc 
ccgctttccagtcgggaaacctgtcgtgccagctgcattaatgaatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcnccgcttcc 
tcgctcactgactcgctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaaggcggtaatacggttatccacagaatcaggggata 
acgcaggaaagaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggccgcgttgctggcgtmtccataggctccgcccccct 
gacgagcatcacaaaaatcgacgctcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttccccctggaagctccctcgtg 
cgctctcctgttccgaccctgccgcttaccggatacctgtccgccm^ 

ttcggtgtaggtcgttcgctccaagctgggctgtgtgcacgaaccccccgttcagcccgaccgctgcgccttatccggtaactatcgtcttgagtc^ 
cccggtaagacacgacnatcgccactggcagcagccactggtaacaggattagcagagcgaggtatgtaggcggtgctacagagttcttgaagtg 
gtggcctaactacggctacactagaaggacagtatttggtatctgcgctc^ 

caaacaaaccaccgctggtagcggtggttttmgmgcaagcagcagattacgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacg 

gggtctgacgctcagtggaacgaaaactcacgttaagggatmggtcatgagattatcaaaaagg 

ttttaaatcaatctaaagtatacatgagtaaacttggtctgacagttaccaatgcttaatcagtgaggcacctatctcagcgatctgtctat^ 

agttgcctgactccccgtcgtgtagataacucgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgagacccacgctcaccg 

gctccagatttatcagcaataaaccagccagccggaagggccgagcgcagaagtggtcctgcaactttatccgcctccatccagtctattaattgttg 

cgggaagctagagtaagtagttcgccagttaatagtttgcgcaacgttgttgccartgctacaggcatcgtggtgtcacgctcgtcgtnggtatggcttc 

attcagctccggttcccaacgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttagctccttcggtcctccgatcgttgtcagaagt 

aagnggccgcagtgttatcactcatggttatggcagcactgcataattctcttactgtcatgccatccgtaagatgctmctgtgactggtgagtactcaa 

ccaagtcattctgagaaUgtgUtgcggcgaccgagttgctcttgcccggcgtcaatacgggataataccgcgccacaUgcagaactttaaa^ 

ctcatcattggaaaacgttcn'cggggcgaaaactctcaaggatcttaccgctgttgagatccagttcgatgtaacccactcgtgcacccaactgatcttc 

agcatcttttactncaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaata 

ctcatactcttccttmcaatattattgaagcamatcagggttattgtctcatga 

cgcgcacatttccccgaaaagtgccacctaaattgtaagcgttaatatmgt^ 

cgaaatcggcaaaatcccnataaatcaaaagaatagaccgagatagggngagtgngnccagmggaacaagagtccactattaaagaacgtgga 
ctccaacgtcaaagggcgaaaaaccgtctatcagggcgatggcccactacgtgaaccatcaccctaatcaagtttmggggtcgaggtgccgtaaa 
gcactaaatcggaaccctaaagggagcccccgatttagagcttgacggggaaagccggcgaacgtggcgagaaaggaagggaagaaagcgaa 
aggagcgggcgctagggcgctggcaagtgtagcggtcacgctgcgcgtaaccaccacacccgccgcgcttaatgcgccgctacagggcgcgtc 
ccaltcgccattcaggctgcgcaactgttgggaagggcgatcggtgcgggcctcttcgctattacgccagctggcgaaagggggatgtgctgcaag 
gcgattaagttgggtaacgccagggtmcccagtcacgacgttgtaaaacgacggccagtgagcgcgcgtaatacgactcactatagggcgaattg 
gagctccaccgcggtggcggccgctciagaactagtg 
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gatcctccaaaatcgtcttccgctctgaaaaacgaaagtggacctttgacatccgaaaaaatgggcgaaaaaatgaaattgagctttttgggtcgaaaa 
aaatgtttttagaatgctgagaacacgttaaacacgaagatcaut^ 

atatanmeatmcaacgtgaaagtmgtgcaactttatagaatrt^^ 

tgaatctcmgaagtotactgtcgaaaagactgacttgagcgttcgaaatgc«^ 

gcgctccactggacaattggaaaaaaaatttattcggaggcgacaacggtattttcgaaatt^ 

atcgttegmgtgagaaatttaattgtancaaactttttto^ 

aaggtatgtttcgaatgatactaacataacatagaacattttcaggaggacccttgcttggag 

tca^aacacgattaacatcgctaagaacgacttctctgacatcgaactggctgctatcccgttcaaw 

cgcgaacagnggcccttgagcatgagtettacgagaiggg^ 

taacgclgccgccaagcctctcatcactaccctactccctaagatgattgcacgcatcaacgactggtttgaggaagtgaaagctaagcgcggcaag 

cgcxcgacagccttccagttcctgcaagaaatcaagccggaagccgtegcgtacatcaccattaagaccactctggcttgcc 

atacaaccgttcaggctgjagcaagcgcaatcggtcgggoa^^ 

gaaaaacgttgaggaacaactcaacaagcgcgtogggcacgtctrc^^ 

cteggtggcgaggcgtggtcttcgtggcatoaggaagactcta^ 

tttacaccgccaaaatgctggcgtagteggtcaagactc^ 

ctggctggcatctctccgatgttccaaccttgcgtagttcctcctaagccgtgga 

ggcgctggtgcgtactcacagtaagaaagcactgatgcgctacgaagacgtttacatgcctgaggt^ 

gcatggaaaatcaacaagaaagtcctagcggtcgccaacgt^ 

gaactcccgatgaaaccggaagacatcgacatgaatcctgaggctctcaccgcgtggaaacgtgctgccgctgc^ 

gcaagtctcgccgtatcagccttgagttcatgcttgagcaagccaataagmgctaaccamggccatctggttcccttacaacatggactggcgcg 

gttcgtgtttacgctgtgtcaatgttcaacccgcaaggtaacgatatga^^ 

ttactactggctgaaaatccacggtgcaaactgtgcgg 

catggct^cgctaagtctccactggagaacacrtggtgggctgagcaagattctccgttctgcttccttgcgttctgcmgagtacgc 

accacggcc^agctataactgctcccttccgctggcgmgacgggtcttgctctggcatccagcacttctccgcgatgctccgagatgaggte^ 

gtcgcgcggttaacngcncctagtgaaaccgncaggacatctacgggactgngctaagaaagtcaacgagattctgcaagcagacg^ 
ggaccgataacgaagtagttaccgtgaccgatgagaacactg^ 

ggcttecggtgttactcgcagtgtgactaagcgttcagtcatgacgctgg^ 

cattcagccagctattgattccggcaagggtctgatgttcactcagccgaatcaggctgctggatacatggctaagc^ 

gacggtggtagctgcggttgaagcaatgaactggcttaagtctgctgctaagctgctggctgctgaggt^ 

gcaagcgttgcgctgtgcattgggtaactcctgatggtttecctgtgtggcag^ 

tcagttccgcttacagcctoccattaa<»ccaacaaagatagcgagatt 

agacggtagccaccttcgtaagactgtagtgtgggcacacgagaagtacggaatcgaatc^ 

tgacgctgcgaacctgttcaaagcagtgcgcgaaactatggtt^^ 

ttgcacgagtctcaattggacaaaatgccagcacttccggctaaaggtaacttgaacctccgtgacatcttagagtcggacttcgcgttcgcgtaag 

ccctcgtcgagtcggtcacaatcacctgaaactccaaaggcagccagtgaggaacgtgaagaagaagaaaaagagtcatctgaacaggmgatm 

ctttetggtcaaaaagatgaaattattgatttteagccagatacte^ 

ggg^gtgagccaagaggtatgrtmcaaaaatcaaUactgatcataatttttattgmggtgaatttaagaaaataatatt 

caagattgcagtattaatttcgagaamngagatancatagagctattgtaaatmcttgatttcagactgaaacnc 

agaaaaggatgacggggatgatcagcctggcacaccgaacagctatagaagccgggaaacttcaccagctccaaaaaggtcc^ 

gmgtcaaaagcttcctgcgattaattctcatttcaatttttcagagaatcagagtctcctgaaaaatccccggttcgttw 

gcacgttccccgtcacgatctcctagacggcgccgagaaagaagctcagaaagaaagcaatccgaagagccagcaccgctaccagagaaaaaga 

agaaagagccgctggatattctacgaacaagaaccggaggagcatatatta^ 

aagtgaacagfetcagagaatgaattgggaaagaatgaagaaaaagatteacgg^ 

gagaacttcttcaagagaatgtgattcgttcaaagtgagtgagaaaatcgaaggaaaAggaaagaattaatttaattmcaggg 

acattattcaagctcaggcmctcaccaggattctctaacgtctatgcagcmggcggcagttatcaactcgaaattccctcatgtcggtgaacttcttctc 

cgtcgtctgattgtacagttcaaaagaagtttccgtagaaatgacagaggcgtcacggtgaacgtgatcaaattcatcgcacatttgattaatcaacaag 

ttgctcacgaagttcttgcgctggaaatcatgattctgatgcttgaagaaccaactgatgattcagttgaagtcgccattgcgttcctgaaagagtgtgga 

gcaaagcttctggagattgctccagcagctcttaacagtgtctacgaccgtcttcgtgcaattctcatggaaactgaaagatcggaaaatgcactgga 

gacgtancagtatatgangagactgcaatgcagattcgaaaggacaaamgcggtaaggtagaatatataaatagtttattagaaaaaaataaactag 

aatoatttaaattcctactagccaatcaggcgaccttmgcgcatagra^ 

cgacgagatcttttggcttctgtgcagctgcatcgcmgtgcta^ 

gtgactggcttgttgctcactggatgcactogacgactgattctcgagaaatcagattgagttgcgattagggtgacctagaaattgggaataatacgaa 
cmtgaaaatattcaggaggattaaaaaaattattctcgacaatcctacaaatm^ 

aatgtagaaaatcggmttggcaatmcagaccattmaagcattttcaaaaaaaaattgcagctgaaataaatgtcattttcagataaatcgagcgan 
ttcigttgtctgacactagttmagtmaaaaaatgttggaagaacatggtgcaataggtaamcatagaamccatgtgtttt^ 
caaatcttccaaactcacatmgcggagctgggctatcaagaatctgctgcagttttataagacgagcatctctgatatcactgaaaattaattm 
aaacttgaatatcaactaaacccacttattaacmctcgatcnctgtcgttcggtacgatgacggtgaagaagccaattgtagtagttgatttggncaagt 
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ccmcggtgttgtacgtcagtgtcctgcaatgctottfcgtto 

tgatcttttggattagaaacaiataagacaggtttacctatctattaaaaaacaga^ 

ctaggaacgtgttcttagaagatttcttacgtaatcgtatgaagaaataacaamgatcgt^ 

tagctaaccggaaaattttatagttttttmgcaagaaaccactgaaaaccccctaatlgtataca 

tcgataaaacagaatttaagtgtaaattgttcacatttagtttctattttatcaaatffl 

aggggttttcagtggtttttcacattaaaaaagctaattttaactaaaaatccatcatattte 

aaaaaatgtttttttttttaatt^ 

aatcataaagctacgtctgatctctctcgcacttacctgcgcctga^^ 
ggtagtggacgttcatcacgcaatactgacmtggtcgtggggtctcactttccgUctattgagagaggg 
gtgtcttcgacgcasgcatgcatccataagcataatccaggagggatgg^ 
aataccgaagaatggctaattgaatggacgtcagctgttgctgtagttgccaaggcate^^ 

aggcgutccggcggtcattgaagacttggacttgattgaggaggaggatcagatcatccatacacttaatttggaggatgcggttgate 

ggctuglaagtgactgaccacacgcggggggcattaatttaataaattgaattccatttcagatgtgttca^ 

ggaggtttatgaggagatccgtaaggaaatcattggaaacgccgatatttcggatgaggatggtggcgacgagnggatgatgaa^ 

gatgtggaagaggctccgaagaagactacagagattattgataatactgatcagaattgactgcttccagaaggta 

atctgtaagttgccggttgccgaaaatttgctgaatttgccggaaaaaaaa^ 

ttcagagaagtctacctgacaatgcaatcatcmggactaccaagaagctgctcacaaattgctgaaaatgaagat^ 

gatgttgcaaagaaaaattttcgaaaaaaaaaccaaccaatcataaaatttaaaa^ 

atgtatttttgccaaattctaaaatactatccccgaaatmcaatattttctctttc^ 

cctacgagcgattctacggaatgctcatcgaacgmctgccgacttcgcctcgaataccagcaatacmgaaaagctctgccaggacacg 

gattcaccgaattgacatcacaaaactgcggaamggctcgccttattgctcamgctctcgacggatgctottgactggaagatmggccgatatgaa 

aatgaccgaagaggacacaacttcttctggcagaatetatattaaate^ 

tuctgatccgtgagtttcctagagagagttgmtcgtattcaatmccctattttcagaacmggcccattg 

aacagcgcacgatmcgatcaacttcttcacaatgattggattgggtggmgacgnggaacttcgtgaatggctggcaaagggtct 

agggaatgctggatcagttgaaggccgaatcaagctcagattcatcgtcgtcttcggattcgtcagactcgtctgattcttcggattc^ 

gactcgtcctcagattcctcatcttcttcagaatcagagccagaaccaccgaagaaaaagaagaagaagaacagtgaagagagttccaaaaagaag 

gaaaaagagaatattggtcgacgggatcgtggagacaagagagctgaacgtcatcgtgatcaaagtgtggagaacaaggacaaggatcgtcgacg 

tcgccaggattctgacgaaaatcgtcggccagaacgaggagatgaccgcaaggatcggagtaaagatcgtcgtcgtcaagactcggatgatgagg 

atcggaaaggtcgtgaacgtcgggaagattcaggggaaagacgtcgcggagatcgggatcgrc 

tgaagatcgccgtgaccgaagcaaggatcgtgaggatcgacgtgatcgccgtcgtcatgrc^ 

gaagagcgaggaggacgtcgtcgtgaagtggaatcggatgatcgacgccgacgtcgttgaatmcaaattttaaatactgaatamg 

atttatttattctcmgtgttttttttcrtgctttctaaaaaattaate^ 

cctctcatctgaacacaatgtgcaagtttatttatcttctcgcttto 

atggaaatgaaataaggacacacaatatgcaacaacattcaattcagaaatatggaggaaggtttaaaagaaaacataaaaato 

ggaaaactagtaaaaaataagcmgaaattaggcgaacgatgagaangtcctcgcnggcaaatgcgaatccgutggaga 

aggcaaatgttcggtatggagatctgtaaaaatttttaagttgaaatttgg^ 

cgacacgtcttccaattmcaaancaaaagagcctttaatgggctgtagttgctaamctcgttmgaaaattm 

tatttatgatmcaataaamcaaagaaactggtgaaaactcggaaaattgtgaactacagt^ 

cccaatacgatatttttttaagattcgctagagcggccgccaccgcggtggagcte^^ 

tttacaacgtcgtgactgggaaaaccctggcgttacccaacttaatcgccngcagcacatccccccttcgccagctggcgtaatagcg 

gcaccgatcgcccttcccaacagttgcgtagcctgaatggcgaatgggacgcgccctgtagcggcgcattaagcgcggcgggtgtggtggttacgc 

gcagcgtgaccgctacacttgccagcgccctagcgcccgctcctttcgctttcttcccttcctttctcgccacgttcgccggctttccccgtcaagctcta 

aatcgggggctcccmagggttccgatttagtgctmcggcacctcgaccccaaaaaacttgattagggtgatggttcacgtagtgg^ 

gategacggttmcgcccttfgacgttggagtccacgttctttaatagtgga^^ 

gatttataagggatmgccgamcggcctanggttaaaaaatgagctgatttaacaaaaatttaacg^ 

ggtggcactmcggggaaatgtgcgcggaacccctamgtttattmctoaatacatt^ 

ncaataatattgaaaaaggaagagutgagtattcaacamccgtgtcgcccttattcccttttttgcggcamtgccttcctgttm 

gctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctcaacagcggtaagatccttgagagttttcgcc 

ccgaagaacgtmccaatgatgagcacttttaaagnctgctatgtggcgcggtattatcccgUttgacgccgggcaagagcaactcggtcgccgca^ 

acactanctcagaatgacnggngagtactcaccagtcacagaaaagcatcnacggatggcatgacagtaagagaattatgcagtgctgccataag 

catgagtgataacactgcggccaacttactlctgacaacgatcggaggaccgaaggagctaaccgctttttttcacaacatgggggatcatgtaactcg 

ccttgatcgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacgttgcgcaaact 

anaactggcgaactacttactctagcncccggcaacaattaatagactggatggaggcggataaagttgcaggaccacctctgcgctcggcccttcc 

ggctggctggtttattgctgataaatctggagccggtgagcgtgggtctcgcggUtcattgcagcactggggccagatggtaagccctcccgtatcgt 

agttatctacacgacgggcagtcaggcaactatggatgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaactgtcag 

accaagttactcatttatactttagattgamamcttcatttttaattm^ 

cgtgagtmcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatccttttmctgcgcgtaatctgctgcttgcaaacaaaa 
aaaccaccgctaccagcggtggmgntgccggatcaagagctaccaactctttttccgaaggtaactggcctcagcagagcgcagataccaaatact 
gtcctictagtgtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaatcctgttaccagtggctgctg^ 
tggcgataagtcgtgtcttaccgggttggactcaagacgatagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcacacagcc 
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cagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagcattgagaaagcgccacgcttcccgaagggagaaaggcggacagg 
tatccggtaagcggcagggtcggaacaggagagcgc^ 

ctctgacttgagcgtcgattWgtgatgctcgtcaggggggccgagcctotggaaaaacgccagcw 

ccgagcgcagcgagtcagtgagcgaggaagcggaagagcgcccaatacg^ 
gcacgacaggmcccgactggmgcgggcagtgagcgcaacgcaattaatgtgagttacctcactcatto 
tccggctccmgttgtgtggaattgtgagcggataacaamcacacaggaaacagctatgaccatgattacgccaagctcggaanaa^ 
agggaacaaaagctgggggg 
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- 51 . 

pAS2-cyh2-HA+bo£hT7-rina! SEQUENCE ID NO. 8 

gatccgtcgacagatctccctatagtgagtcgtottactgcagccaagc 
ataagtgtotacaaattttaaagtgactcnaggttttaaaacgaaaattcttgttcttgagtaa^ 
cgctcttattgaccacacctcttccggcatgcaagcttggcgratcatg^ 
gagccggaagcataaagtgtaaagcctggggtgcctaatgagtgaggtaacta^ 

ttcggctgcggcgagcggtatcagcicactcaaaggcggtaaiacggttatcca^ 
agcaaaaggccaggaaccgtaaaaaggccgcgttgctggcgtmtccataggctccgcccccctgacgagcatcacaa 
gtggcgaaacccg&caggacutaaagataccaggcgmccccctggaa^ 
cgcctctctcccttcgggaagcgtggcgcmctcatagctcacgttgtaggntctcagttcggtgtaggtcgttc 
cccccgttcagcccgaccgctgcgccttatccggtaactatcgtcttgBgtccaacccg 
ggattagcagagcgaggtatgtaggcggtgctacagagttcttgaagtggtggcctaactacggctacactagaag 
gaagccagttaccttcggaaaaagagttggtagctcttgatccggcaaacaaaccaccgctggtagcggtggttttm 
agaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacgctca^ 
aaggatcttcacctagatcctmaaattaaaaatgaagtttra^ 
acctttctcagcgatctgtctatttcgttcatccategttgcctgactccrc 

gcctccatecagtcattaattgttgccgggaagcttgagtaagtagttcgc^ 
cgctcgtcgtttggtatggcttcattcagctccggttcccaacgate^ 

tggtgagtactcaaccaagteanctgagaatagtgtatgcgg^ 

tttaaaagtgctcatcanggaaaacgttctteggggcgaaaactctcaaggatcte 

atcttcagcatctmacracaccagcgtttctgggtgagcaaaaacaggaaggcaaa^ 

actcatactcttcctttttcaaumngaagcatttatcagggttattgtctcatgagcggataca 

gcacamccccgaaaagtgccacagaacgaagcatctgtgcttcatmgttgaaca^ 

(tmcaaacaaagaatctgagctgcatmtacagaacagaaatgcaacgcgagagcgctattttacca 

catcccgagagcgctatttttctaacaaagcatcttagattactttttttctcctRgtgcg^ 

gttagaagaaggctacmggtgtcanttcicRccataaaaaaagcctgactccaettcccg^ 

atmggcatccccgattatattctataccga^tggattgcgcatacmgtgaacagaaagtgatagcgtt^ 

gtttettctattttgtctcUtatactacgtataggaaatgtttacattttcgtattgtttto 

Ugagataaacataaaaaatgfcgaggtcgagtttagatgcaagttcaaggagc^ 

gcaaagagatacmtgagcaatgmgtggaagcggmncgcaatattttagtagctcgttacagtccggtgcgttmggtttt^ 
gcttttggttttcaaaagcgctrtgaagttcctatacmctagagaataggaa^ 

gcttaaatgcgtacttatatgcgtcutttatgtaggatgaaaggtagtctagtacctcc^ 

cattaacctataaaaauggcgtatcacgaggccctttcgtctcgcgcgttte^ 

cagcttgtctgtaagcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgtt^^ 

agcagattgtactgagagtgcaccatagatcaacgacattactatatatataataugg 

acgccagatggcagtagtggaagatattctttattgaaaaategcttgtcaccttacgtac^ 

gtcgaaaaaagaaaaggagagggccaagagggagggcattggtgactottgagcacgtgagta^ 

tctgttattaamcacaggtagttclggtccattggtgaaagttlgcggcttgM^ 

ggtattatatgtgtgcccaatagaaagagaacaattgacccggttattgcaa 

atacttggttggcgtgtttcgtaatcaacctaaggaggatgtmggctctggtcaatgattacggc^^ 

agaataccaagagttcctcggmgccagttattaaaagactcgtamccaaaagac^caacatactactcagrgcagcttcacagaaacctcattcgman 
cccngmgattcagaagcaggtgggacaggtgaacmtgganggaactcgamctgactgggnggaaggcaagagagccccgaaagcRacatmat 
gttagctggtggactgacgccagaaaatgttggtgatgcgcttagattaaatggcgttatt^ 

gactctaacaaaatagcaaamcgtcaaaaacgcmgaaataggttattactgagtagtaotatttaagungtttgtgcacngccgat 
ataccgcacagatgcgtaaggagaaaataccgcatcaggaaattgtaaacgttaatatm^ 

aataggccgaaatcggcaaaatcccnataaatcaaaagaatagaccgagatagggttgagtgttgticcagraggaacaagagtccactattaaagaacgt 
ggactccaacgtcaaagggcgaaaaaccgtctatcagggcgatggcccactacgtgaaccatcaccctaatcaagttttttggggtcgaggtgccgtaaag 
cactaaatcggaaccctaaagggagcccccgatttagagcttgacggggaaagccggcgaacgtggcgagaaaggaagggaagaaagcgaaaggag 
cgggcgcugggcgctggcaagtgtagcggtcacgctgcgcgtaaccaccacacccgccgcgcttaatgcgccgctacagggcgcgtcgcgccancg 
ccattcaggctgcgcaactgngggaagggcgatcggtgcgggcctcttcgctactacgccagctggcgaaagggggatgtgctgcaaggcgattaagn 
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gggtaacgccagggtmcccagtcacgacgngtaaaacgK 

gagcgtcccaaaaccttctcaagcaaggtmcagtamtgttacatgcgtacacgcgtc^ 

aafcctaacataactataaaaaaataaa&gggacctagacttcaggttgtc^ 

gcgtgacataactaattacatgautccttttgttgtttccgggtgtacaatatggacncctcttttctggcaaccaw 

cgttggtctccctaacatgtaggtggcggaggggagata&caaiagaacagataccag 

ccteattgatggtggtacataacgaactaatactgmgccctaga 

ataataggcgcatgcaacttcttttctttttttttcttttctctctcccccgttgttg 

aaattaacgacaaagacagcaccaacagatgtcgttgttcca^ 

ctetctaatgagcaacggtatacggccttccttcca^ 

tmgtttcctcgtcattgttctcgttccctttcnccttgtttctttttctgcaw 

gaaagatgaagcmctgtcttctategaacaagcatgcgatam 

agaacaactgggagtgtcgctactctcccaaaaccaaaaggtctccgctgactagggcacatctgacagaagtggaa 
gctatttctoctgatmtcctcgagaagaccttgacatgatmgaaaatgga 

aataaagatgccgtcacagataganggcttcagtggagactgatatgcctctaacangagacagcacagaataagtgcgacatcatcatcggaagagagt 
agtaacaaaggtcaaagacagngactgtatcgccggaattcttaatacgactcactatagggcatatggccatggaggccccggg 
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pGAD424-without-FULL.lCE-BOTH-T7 SEQUENCE ID NO • 9 

gatccgtcgacagatctccctatagtgagtcgtattactgcagagatctatgaatc^^ 
ccatctcaatttcmcatmucatcgtmgccttcttttatgtaactauctcctctaagtttcaatcttggc 
gaattaatgcccatctttttmggacctaaattcttcatgaaaatatatta 
tcaaggttgtcggcttgtctacctcgccagaaatttacgaaaagatggaaaagggtcaaatcgn 
•atgatttttgatttttattattaaataagtiataaaaaaaa^ 
tgtaggtcaggttgcmctcaggtatagcatgaggtcgdcttattgacc^ 
aatttcgtgtcgffictattatgaattteatttotaaagtttatgtac^ 

icaccgacttcggtggtactgttggaaccacctaaatcaccagttctgatacctgcatccaaaaccttttt^ 

gttcaatgacaatttcaacatcattgcagcagacaagatagtggcgatagggtcaac^ 

aaccaaatgcggtgttcttgtctggcaaagaggccaaggacgcagatggra 

accaaacatgttgctggtgattataataccatttaggtgggUgggttcttaactaggatcatggcggcagaatca^ 

aattcgttcttgatggtttcctccacagtttttctccataatcttgaagaggccaaaacatte 

ggccatgaaagcggccattcngtgattcmgcacttctggaacggtgtattgncacto^ 

aaataccteccactaattctctgacaacaacgaagtcagtac 

ggtcttaagttggcgtacaattgaagttctttacggatttttagtaaaccttgtt^ 

aacggcatcaaccttcttggaggcttccagcgcctcatctggaagtgggacacc^^ 

ttgaeattggaacgaacatcagaaatagcmaagaaccttaatggcttcggctgtga^ 

gcagacattagaatggtatatccttgaaautatatatatattgctgaaatgtaaaaggtaagaaaagttagaaagtaaga^ 

aaacaataggtccttaaauattttgtcaacttcaagtattgtgatgcaagcatttagto^ 

ctttcctttttctcccaatttttcagttgaaaaaggtatatgcgtcaggcgarc^ 

ccctgtgtgttctcgttatgttgaggaaaaaaataatggttgctaag 

tagctagaggatcaattegmteatggteatagctgtttcctgtgtga^ 

agcctggggtgcctaatgagtgaggtaactcacattaangcgttgcgctcactgcccgcmccagtcgggmcctgtcgtgccagctggattaatgaatc 
agctcactcaaaggcggtaatacggtutccacagaateagggg 

aaaaggccgcgttgctggcgtttttccataggctccgc(xccctgacgagcatcacaaaaatcgacgctcaagte 

ataaagataccaggcgtttccccctggaagctccctcgtgcgctctcctg 

tggcgctttetcatagctcacgctgtaggtatctcagtteggtgtaggtcgtt^ 

cgccttatccggtaactatcgtcngagtccaacccggtaagacacgacttatcgccactggcagcagccactggtaacaggattagcagagcgaggtatgt 

aggcggtgctocagagttcttgaagtggtggcctaactacggctacactagaaggacagtotttggtatctgcgctctgctgaagccagttac^ 

agagttggtagctcttgatccggcaaacaaaccaccgctggtagcggtggttttmgm 

gatccmgaicttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggatmggtcatgagattatcaaaaaggate 
aaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagttacca^ 

tcgttcatccatagttgcctgactccccgtcgtgtagamctacgatacgggagggcttaccatctggccccagtgctgcaatgauccgcgagaw 
ctcaccggctccagatttatcagcaataaaccagccagccggaagggccgagcgcagaagt^ 

tgccgggaagctagagtaagtagticgccagttaatagmgcgcaacgttgttgccattgctacaggcatcgtggtgtcacgctcgtcgmgglatggc 

ncagctccggttcccaacgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttagctccttcggtcctccgatcgttgte 

ggccgcagtgttatcactcatggtatggcagcactgcataattctcttactgtcat^^ 

tctgagaategtgtttgcggcgaccgagttgctcttgcccggcgtcaatacgggato^ 

acgttcttcggggcgaaaactctcaaggatctuccgctgttgagatccagttcgatgtaacccactcgtgcacccaactgatc 

agcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaatac 

attgaagcamatcagggttangtdcatgagcggatacatatttgaatgtatttagaaaaataaacaaata 

acctgacgtctaagaaaccattattatcatgacattaacctataaaaataggcgUtcacgaggccctttcgtctcgcgc^ 

ctgacacatgcagctcccggagacggtcacagcttgtctgtaagcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgttggcgggt 

gtcggggctggcttaactatgcggcatcagagcagattgtactgagagtgcaccataacgcatt^ 

ataiatacaggcaacacgcagatataggtgcgacgtgaacagtgagctgfetgtgcgcagcte^ 

gaagttccattccgaagrtcctanctctagctagaaagtataggaacttcagagcgctttgam 

aaaacgcaccggactgtaacgagctactaaaatattgcgaaUccgcnccacaaacangctcaaaagtatctcmgctaUtatctct^ 

taacctacccatccaccmcgctccngaacttgcatctaaactcgacctctacatttmatgtttatctctagtattactcW 

tatteatagagtgaatcgaaaacaatacgaaaatgtaaacamcctatacgtagtatatagagac 

gaatcatcaacgctatcacmctgncacaaagtatgcgcaatccacatcggtatagaatataatcggggatgcctttatcttgaaaaaatgcacccgcagctt 

cgctagtaatcagtaaacgcgggaagtggagtcaggctttttttatggaagagaaaatagacaccaaagtagccttcttctaacc^^ 

aaaaagttotcaagagactgcattatagagcgcacmggagaaaaaaagtaatctaagatgcmgta^ 

acaaaaaagaagutagancmgttggtaaaatagcgctctcgcgngcamctgnctgtaaaaatgcagctcaganccttgtttgaaaaattagcgctctcg 
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cgttgcatttttgtlttacaaaaatgaagcacagattctfcgttggtaaa^ 
aaattagcgctetcgcgttgcatttttgttetacaaaatga^ 

caccatotccgcaatgacaaaaaaaatgatggaagacactaaaggaaaaaattaacgacaaagaca^ 

ggggtatcttcgtacacacgaaactttttccttccttc^ 

aaaaagtttgccgcmgctotcaagtataaatagacctgcaattattaatctmgtttw 

caagctataccaagcatacaatcaactccaagcmgcaaagatggataw^ 

taccgccgcxaattnaatcaaagtgggaatattgctgatagtf 

ttctcaagcgctttcacaaccaattgcctcctctaacgncatgataacttcatg 

tgtcacctggttggacggaccaaactgcgataacgcgtttggaatca^ 

tgaagataccccaccmcccaaaaaaagagatcgaattcttaatacgactcactatagggcc 

agaatcgtgccaataagaagccaatacttcmgatgatgcaataaatattaaaataaaaraa 
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P 01 * 20 * SEQUENCE ID NO. 10 

ccggtggtaccgggccccccctcgaggtegacggtote 

gttccaggagatcagaaaacagcaactgttccaaatcttaaggagggagaagaatetca^ 

tccttctgatccttctgatcgtgngttgcgaagccaagaaiccttgctccaagaattcatcgtg 

tctcaagttcattgtteatattgatggtgagccagcaccagatgtaaca^ 

tgagccatacatctcgagatttgcragccaaaggcacttcgtaagcaaag^ 

actatcaatatcaaggtaaaaagcaagccaacgaaaccaaagggaccaatcgaggtaactgatgte 

caccagaggatgacggaggagagccaattgagttcutgaaattgaaaagatga 

atacccacttcacagtcgattcactcaacaagggagatcattacaagttccgtgtcaa 

aaaccgatattttggctaaaaatccamgatcgtccagatagawaggtcgtccagagccaactg 

ccactagttctagaagcgctgctaagggggccctcgtcgagteggta 

agaaaaagagteatctgaacaggmgaitttetttctggteaaaaa^ 

gcaagtcgttcacagtcgcccagagaatcgcgggaagtgagccaagaggtatgtttttcaaaaatcaa 

aagaaaataatattcgaaaattcctctgaattatcaagattgcagtattaatttcgagaaaaattgagatat^ 

actgaaacttcgg aaaatra agagaaaatcaaagaaaaggatgacggggatgatcagcctggcacaccgaacagctatagaag 

accagctccaaaaaggtccaaggagaccaggmgtcaaaagcttc^ 

ccggttcgttcaagatctcccagaaggtcttcagcacgttecccgtc^ 

aagagccagcaccgctaccagagaaaaagaagaaagagccgctggatattctac 

cgacttatgcaacaacagattagtgataagcaaagtgaacag^tcagagaatgaanggg 

agtcaacgcgaagaatcttgttcaaattgtcagagaacttcttcaagagaatgtgatt^^ 

taatttaatttttcaggggacttctctgccgtgacattattcaagcta 

tcgaaattccctcatgtcggtgaacttcttctccgtcgtctgat^ 

caaattcatcgcacamgattaatcaacaagttgctcacgaagttcttgcgctggaaa 

agtcgccangcgttcctgaaagagtgtggagcaaagcttctggagattgctccagcagctcttaacagtgte 

gaaactgaaagatcggaaaatgcactggatcgacgtattcagtotatgattgagactgcaatgcagattcgaaaggacaaam 

tatatmtagtttettagaaa a aaaa a attagaataatttaaattcctactagccaatcaggcgaccttmgcg 

aatttctca&ttctcgctcggmtetggaattcgacgagatcttct^ 

ccaagaaccttgttgagttcatcaactgaatctgtgactggcttgttgctc^^ 

agggtgacctagaaattgggaataatacgaacttttgmatattcaggaggattaaaa 

tgctccaacattmcattaaaagttaatgaaaaaatgtagaaaateggaaatt^ 

aataaatgtcatmcagauaatcgagcgattttctgttgtctgacactagmttagttttaaaaa 

aatttccatgtgtttttmcaattaaccaattatccaaatcttccaaactcacattttgcg 

atctctgatatcactgaaaattaatmtaatcaaaacngaatatcaactaaacccacttattaacmctc 

gaagccaattgtagtagttgaffiggttcaagtcctttegg&ttgtacgtcagtgtcct^ 

aagtgattaaamgttctctgaacctcttaagatgatctmggattagaaacatat^^ 

accaaatcggataatccatgcctacctggcatctaggaacgtgttcttagaagamcttacgtaate 

caaaaatagggmtaagtgggaugtgttttuttagctaaccggaaaamtatagtttttttttgcaagaaacca 

ttggagcagcttctggtcttmgagcaataaaattcgataaa^ 

cattcgaagctgctctaaaaaaatgcattaaaaaaggggtmcagtggttmc^ 

tcacaacaataaaatgctggtcaaaatgtgttcgaaaaaatgtttttttttttM 

giaaattttcagttcaaamccanmacaaccataatcataaagcucgtctgatclctctcgcacn^ 

caaaagaacaagaagaacaagcacgtagttgtggtagtggacgttcatcacgc^ 

gaggggagactgaagatggcaattgaggacagtgtcttcgacgca^ 

ctaagcccctcccmgtaatacatacacatatctaataccgaagaatggctaattgaatggacgtcagctgngctgtagttgcc^ 

aaataactgaaagmgaattaaataattattgcaggcgtatccggcggtcattgaagacttggacttgattgagga^ 

cttaaffiggaggatgcggttgatccggaaaatgggctagmgtgactgaccacacgcggggggcatto 

gttcaaactagatccagaattcgaaaagaacgaggaggtttatgaggagatccgtaaggaaatcattggaaacgccgatatttcggatgaggatggtg 

gcgacgagttggatgatgaagaaeagggtagtgatgtggaagaggctccgaagaagactacagagattattgataatactgatcagaattgactgctt 

tcagaaggtattcatmgagmtgggccggcaaatctgtaagttgccggttgcc^ 

aaaacttmgtaaaaattaaatuaamgcaacttttcagagaagtctacctgacaatgcaatcatctttggactac^ 

aaaatgaagattccagacagcatgcaggtcagcgatgttgcaaagaaaaatmcgaccaaa^ 

gtttttttctttttttttatacgagaaaaaccaaaaaaatgtattmgccaaattctaaaatactatcccc 

cgcgatgcttgtcgattgttgtgctcaacagcgtacctacgagcgatcctacggaatgctcatcgaacgtttctgccgacttcgcctcgaataccagcaa 
tacmgmagctctgccaggacacgtattccacgattcaccgaattgacatcacaa^ 
gatgctattgactggaagatmggecgatatgaaaatgaccgaagaggacacaacttctt^^ 
gaggcgatgggaatggttaaacncancgagagttactgatccgtgagtttcctagagaga 

cattgcmgnggattattcccacgaactaatccgaacagcgcacgattttcgatcaacttcttcacaatgattggattgggtggtttgacgttggaacnc 
gtgaatggctggcaaagggtctcaagaagaagaagggaatgctggatcagttga 

gactcgtctgattcttcggattctgacgancatccgacccgtcttcagattcctcatcttcncagaatcagagccagaaccaccgaagaaaaagaagaa 
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gaagaacagtgaagagagtttcaaaaagaaggaa^ 

gtgtggagaacaaggacaaggatcgtcgacgtcgccaggattctgacgaaaatcg^ 

agatcgtcgtcgtcaagactcggatgatgaggatcggaaaggtcgtgaacgtcgggaagattcaggggaaaga^^ 

gtgatcgaaacaaggatcaggaggatcaccgtgaagatcgccgtgaM^ 

atgatgatcgtaaaactcgtcgggatagaagtgaagag 

caaattttaaatactgaatamgttttttttectato 

ttttttctctttccgtctcccaattcglattccgctcctctcatctgaacacaatgtgcaa 

ggtggaagggggaaacacacaaaaggatgatggmtgaaamggacacacaatatgcaacaacat^ 

aagaaaacataaaaatataUgaggaggaaggaaaactagtaaamtaagcaaagaaattaggcgaacgatga^ 

cgaaiccgtatggagaggcacgtttggcgaaggcaaatgttc^ 

ccgattttcgcttgaaattacggtgccaggtetcgacacgtcttc^ 

aaatttttcttccgtttaatcgaaatttgatgtattttatttatgattte 

atccttaaaggcgcacaccttttaaatgtccgccccaatacgatatttttttaagattcgctagagcggccgccacc^ 

atagtgagtcgtattacaattcactggccgtcgttttacaacgtcgtgactgggaaaaccctggcgttac^ 

cttcgccagctggcgtaatagcgaagaggcccgcaccgatcgcccrtcccaacagttgcgtagcctgaatggcgaatgggacgc 

gcgcattaagcgcggcgggtgtggtggtfacgcgcagcgtgaccgc^ 

cgccacgttegccggcmccccgtcaagctctaaatcgggggctecct^ 

tegggtgatggttwgtagtgggccatcgccctgato^^ 

ggaacaacactcaaccctatctcggtctattcttttgatttataagggatmgccgatttcgg 

cgcgaattttaacaaaatatteacgtttacaattteaggtggcac^ 

gtatccgctcatgagacaataaccctgataaatgcttcaa^ 

cggcatmgccttcctgttmgctcacccagaaacgctggtgra 

tctcaacagcggtaagatccttgagagtmcgccccgaagaacgttttccaatgatgagcacttttaaagttctgcte 
gacgccgggcaagagcaactcggtcgccgcaucactattc^ 
gacagtaagagaattatgcagtgctgccataagcatgagtgataacactgcggccaacttacttc^ 
gctmttteacaacatgggggatcatgtaactegcc^ 

gcxtgtagcaalggcaacaacgttgcgcaaactattaactggcgaactacttactctagcttcccggcto 

aagttgcaggacca<mctgcgctcggcccttccggctggctggmattgctgataaatctggagccggtgag^ 

cactggggccagatggtaagccctcccgtatcgtegttatctacacgacgggcagtcaggcaactatggatgaacgaaatagacag 

aggtgcctcactgattaagcattggtaactgtcagaccaagmac^^ 

gyc ttmgafaatctcatgaccaaaatccca 

ttttmctgcgcgtaatctgctgcttgcaaacaaaaaaaccaccgctoccagcggtggttt^ 

aactggctteagcagagcgcagataccaaatactgtc<m(tog^ 

cgctctgctaatcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccg^^ 

ggtcgggctgaacggggggttcgtgcacacagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagcattgagaaag 

cgccacgcttcccgaagggagaaaggcggacaggmccggtaagcgg^^ 

^cgcctggtatctttamgtcctgtcgggtttcgccacctctgacttgagcgtcgattmgtgatgctcgtcaggg 

ccagcaacgcggccmttacggttcctggcctmgctggcctmgctcacatgttctttcctgcgto 

ttgagtgagctgataccgctcgccgcagccgaacgaccgagcgcagcgagtcag^agcgaggaagcggaagagcgc^^ 

ctctccccgcgcgttggccgattcattaatgcagct^ 

cctcactcattaggcaccccaggctttacacmatgcttccggctcctatgttgtgtggaattgtgagcggataacaatttcacacaggaaacagcto 
accatgattacgccaagctcggaattaaccctcactaaagggaacaaaagctggggggga 
ggaccmgacatccgaaaaaatgggcgaaaaaatgaaattgagcttmgggtcgaaaa^ 
ateatatttamtgagacccggatgctetgaaaatgtctgacatagatttaa^ 

gaatctcctattggcacattgttttttatttaactgaggcagttmgaacaccmttgaaacmgaatctcmgaagtotactg 
gcgttegaaatgccagaagaaaactatamgaatetcgcgctoaatt 

ggcgacaacggtatmcgaaangatmctgtgtatmctcattttttataaattcttcmgamatcgttcgmgtgagmttu 
atagtaagata 
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pGN207: 



SEQUENCE ID NO. 11 



ccggtggtaccgctagccgucgaacccgggttctagaactagtggatcccacttgagatcaacatgatcagaatcccaatcagn 

cctggtctatccggacgatcaaatggatttttagccaaaatatcggmcagmccaatggatcaga 

crtgtaatgatctcccttgttgagtgaatcgactgtgaagtgggtatctccactacgtccacatggaa<xcagattcc 

catagaactcaattggctctcctccgtcatcctctggtggttte^ 

cgttggcttgctttttaccngatattgatagtgacactgtcagttccattaatgttggttgcagtgat 

aagcaaatctegagatgmtggcteatttteaatttgagc 

atatgaacaatgaacttgagagtggctccgaccttgacagttgtatcaga^ 

acgatcagaaggatcagaaggatacwgttccagccttgttacgagcagaaattctgaattgatattctt 

tttctgatctcctgga^caacgagagcttcttcccatcgtccattcttatccttcttttcaa 

cctcgtcgagtcggtcacaatcacctgaaactccaaaggcagccagtgaggaacgtgaagaagaagaaaaagagtc 

ttctggtcaaaaagatgmttattgamtcagccagatactcccaaaactagcagc^^ 

ggaagtgagccaagaggtatgttmcaaaaatcaataactgatcataattmangmggtgaatttaagaaaataata 

aagattgcagtatmtttcgagaaaaattgagatattcaugagctattgtmtttte^ 

gaaaaggatgacggggatgatcagcctggcacaccgaacagctatogaagcc^ 

ttgtcaaaagcttcctgcgatuattctcatttcaattmcagagaatcagagtctcctgaaaaatc 

cacgttccccgtcacgatctcctagacggcgccgagaaagaagctcaga^ 

gaaagagccgctggatattctacgaicaagaaccggaggagcaUtattccacccgccaaacttcgacttatgcaacaaca 
agtgaacagtateagagaatgaattgggaaagaatgaagaaaaagattca^ 
agaacttcttcaagagaatgtgattcgttcaaagtgagtgagaaaatcgaaggaaaaggaaagaattaatttu 
attattcaagctcaggctttctcaccaggattctctaacgtctatgcagc^ 

gtcgtctgattgtacagttcaaaagaagtttccgtagaaatgacagaggcgtcacggtgaacgtgatcaaattcate^ 

gctcacgaagttcttgcgctggmtcatgattctgatgcttgaagaa^ 

caaagctt^ggagattgctccagcagctcttaacagtgtctacgaccgtcttcgtgcaattctcatggaaa^ 

acgtattcagtatatgattgagactgcaatgcagattcgaaaggacaaatttgc^^ 

ataatttaaattcctactagccaatcaggcgaccttmgcgcatagttctatta^ 

gacgagatcttctggcttctgtgcagctgcatcgctttgtgctcccttte^ 

gactggcttgttgctcactggatgcactagacgactgattctcgagaaatcaga 

tngaaaatattcaggaggattaaaaaaattattctcgacaatcctacaaatttacttattgcaccatgttgctc 

atgtagaaaatcggaaattggcaamtcagaccatttttaagcattttcaaaaaaaaangcagctgaaataaatgtca 

ctgngtctgacactagtttttagttttaaaaaatgttggaagaacatggtgcaataggtaattte 



aacttgaatatcaactaaacccacttattaacmctcgatcuctgtc^^ 

ctttcggtgttgtacgtcagtgtcctgcaatgctamagttataactuggcctaagattcaatttaatg 

gatcttttggattagaaacatataagacaggtttacctatctattaaaaaacagatcaaaatagatacga 

ctaggaacgtgttcnagaagatttcttacgtaatcgtatgaagaaataacaamgatcgtcggccagcaaaaatagg 

tagctaaccggaaaattttatagttttttmgcaagaaaccactgaaaaccccctaangtatacatttm 

tcgataaaacagaatttaagtgtaaangttcacatttagtttctatmatcaaatmgtt 

aggggttttcagtggttmcacattaaaaaagctaatttmctaaaaatccatcatam 

aaaaaatgmtmtmaatttttataatttaaaaatagttttct^ 

aatcataaagctacgtctgatctctcccgcacttacctgcgcctgancgaaagaacaaccgtagccaaaagaacaagu 

ggtegtggacgttcatcacgcaatactgaccaatggtcgtggggte^ 

gtgtcttcgacgcacgcatgeatccataagcataatccaggag 

aataccgaagaatggctaattgaatggacgtcagctgttgctgtagttgccaaggcatcatcgatgaaataact^ 

aggcgtatccggcggtcattgaagacttggacttgattgaggaggaggatcagatcatccatacacttaatttggaggatgcggttgatccggaaaatg 

ggcttagtaagtgactgaccacacgcggggggcatteatttaataaattgaata^ 

ggaggmatgaggagatccgtaaggaaatcattggaaacgccgatatttcggatgaggatggtggcgacgagttggatgatgaagaagagggtagt 

gatgtggaagaggctccgaagaagactacagagauattgataatactgatcagaattgactgctttcagaaggtancatmgagttngggccggcaa 

atctgtaagngccggngccgaaaamgctgaamgccggaaaaamanccggaamatttaaaaacttmgUaaaattaaatt^ 

ttcagagaagtctacctgacaatgcaatcatcmggactaccaagaagctgctcacaaattgctgaaaatgaagattccagacagcatgcaggtcagc 

gatgttgcaaagaaaaatmcgaccaaaaaaaccaaccaatcataaaaffiaaaaaaaaacte^^ 

atgtatttttgccaaattctaaaatactatccccgaaattttcaataW 

ccucgagcgattctacggaatgctcatcgaacgtttctgccgacttcgcctcgaaUccagcaatacmgaaaagctctgccaggacacgtattccac 

gattcaccgaattgacatcacaaaactgcggaamggctcgccctottgctcamgctctcgacggatgctottgactggaagatmggccgate^ 

aatgaccgaagaggacacaacncnctggcagaatctatattaaatatatatttaatgaacttgtggaggcgatgggaatggttaaacncancgag 

ttactgatccgtgagmcctagagagagttgtmcgtattcaatmccctatmcagaacmggctcatrgcmgttggattattcccacgaactaatccg 

aacagcgcacgatmcgaicaacttcncacaatgattggangggtggmgacgttggaacttcgtgaatggctggcaaagggtctcaagaagM 

agggaatgctggatcagttgaaggccgaatcaagctcagattcatcgtcgtcttcggattcgtcagactcgtctgattcttcggattctgacgattcatcc 

gactcgtcctcagaRcctcatcttcncagaatcagagccagaaccaccgaagaaaaagaagaagaagaacagtgaagagagttccaaaaagaag 




:aa 
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tgaagategccgtgawgaagcaaggategtgaggategac^ 

gaagagcgagg aggacgtcg tcgtgaagtggaatcggatgatcgacgccgacgtcgttgaattttcaaa^ 
atttatttattttcmgtgtmmtcttgcttte 

cctctcatctgaacacaatgtgcaagtttamatcttctcgcmwtttcattaggacgtgg 

alggaaatgaaataaggacacacaatatgcaacaacatteaattcagaw 

ggaaaactagtaaaaaataagcaaagmttaggcgaacgatgagaaltgtcctcgctlgg^ 

aggcaaatgttcggtatggagatctgtaaaaattt^ 

cgacacgtcttccaatttttcaaattcaaaagagcctttaatgggc^gttgctw 

tamatgattttcaatmmcaaagaaactggtgaaaactcggaaaattgtgaacia^ 

cccaa&cgatamtmaagattcgctagagcggccgc^ 

tttacaacgtcgtgactgggaaaaccctggcgttacccaacttaatcgccttgcagcac^^ 



gcagcgtgaccgctacacngccagcgccctagcgcccgctccmcgctttcttccctte^ 
aatcgggggctccctttagggttccgatttagtgctttacggcacctcgaccccaaaaaacttgattagggtga 
gatagacggttmcgcccmgacgttggagtccacgttcmaatagtggactcttgnccmctggaa^ 
gattutaagggatttTgccgatttcggcctattggttaaaaaatgagctgatttaacaaaaattta^ 



ttcaataatattgaaaaaggaagagtetgagtattcaacatttccgtgtcg<xcnattccctttm^ 



jat 

acactattctcagaatgactrggttgagtacteaccagtcacaga^^ 

catgag^ataacactgcggccaacttacttctgacaacgatcggaggaccgaaggagctaaccgcttttt^ 
ccttgatcgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacgatgcc^^^ 
nttaactggcgaactamctctagcttcccggcaacaattaategactggatgga^ 



accaagtttactcatatatactttagattgatttaaaacttcatttttaatttaaaaggatcte^ 

cgtgagtmcgttecactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatcctmtttctgcgcgtM 

aaaccaccgctaccagcggtggmgmgccggatcaagagctacca^ctcttmccgaaggtaactg^ 

gtccttctagtgtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgc^ 

fcgcgataagtcgtgtcttaccgggttggac^^ 

cagcttggagcgaacgacctacaccgaactgagatacctocagcgtgagcattgagaaagcgccacgcncccgaagggagaaaggcggaca 



ctctgacttgagcgtegatmtgtgatgctegtcaggg^ 

ggcctmgctcacatgttcmcctgcgttotcccctgattctgtggataaccgtattaccgccmgagtgagctgataccgctc 
ccgagcgcagcgagicagtgagcgaggaagcggaagagcgcccaatacgca^ccgcctctccccgcgcgttggccgattcato 
gcacgacaggtttcccgactggaaagcgggcagtgagcgcaacgcaattaatgtgagttacctcactcattaggcacc^ 
tccggctcctatgngtgtggaangtgagcggataacaamcacacaggaaacagctatgaccatgattacgccaagctcggaat^ 



aattgagcttmgggtcgaaaaaaatgtttttagaatgrtgag 
acatagatttaaaaaagcatatatatamttcatmcaacgtgaaagtmgtgcaacttutagaa 



gctaaattgagaaatgcaaccgcgctccactggacaanggaaaaaaaatttattcggaggcgacaacggtatmcgaaattga^ 
catmttataaattcttcmgamatcgttcgtttgtgagaaatttaaKgtancaaacttttttatagt^ 
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Claims 

1. A method of identifying DNA responsible for 
conferring a particular phenotype in a cell which 
method comprises 

a) constructing a cDNA or genomic library of 
the DNA of said cell in a suitable vector in an 
orientation relative to a promoter (s) capable of 
initiating transcription of said cDNA or DNA to double 
stranded (ds) RNA upon binding of an appropriate 
transcription factor to said promoter (s), 

b) introducing said library into one or more of 
said cells comprising said transcription factor, and 

c) identifying and isolating a particular 
phenotype of said cell comprising said library and 
identifying the DNA or cDNA fragment from said library 
responsible for conferring said phenotype. 

2. A method according to claim 1 wherein said 
library is organised into hierarchical pools prior to 
step b) . 

3 . A method of assigning function to a known 
DNA sequence which method comprises 

a) identifying a homologue(s) of said DNA 
sequence in a cell, 

b) isolating the relevant DNA homologue(s) or a 
fragment thereof from said cell, 

c) cloning said homologue or fragment thereof 
into an appropriate vector in an orientation relative 
to a suitable promoter (s) capable of initiating 
transcription of dsRNA from said DNA homologue or 
fragment upon binding of an appropriate transcription 
factor to said promoter (s), 

d) introducing said vector into said cell from 
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step a) comprising said transcription factor, and 

e) identifying the phenotype of said cell 
compared to wild type. 

5 4. A method according to any of claims 1 to 3 

wherein said DNA library, homologue or fragment is 
cloned in a sense and an antisense direction relative 
to said promoter. 

1° 5. A method according to any of claims 1 to 3 

wherein said DNA library, homologue or fragment is 
cloned between two promoters capable of producing 
dsRNA from said DNA library, homologue or fragment 
upon binding of said transcription factor to said 

15 promoters. 

6. A method according to any of claims 1 to 5 
wherein said cell is adapted to express said 
transcription factor. 

20 

7. A method according to any of claims 1 to 6 
wherein said DNA library, homologue or fragment is 
constructed in a suitable vector which comprises a 
sequence of nucleotides encoding said transcription 

25 factor operably linked to a suitable promoter. 

8. A method according to any of claims 1 to 6 
wherein said transcription factor is encoded by a 
further vector independent of the vector including 

30 said DNA library, DNA homologue or fragment and which 
sequence encoding said transcription factor is 
operably linked to a suitable promoter. 

9. A method according to claim 7 or 8 
35 wherein said transcription factor comprises any of T7, 
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T3 or SP6 polymerase. 

10. A method according to claim 7 or 8 wherein 
said suitable promoter comprises any of let 858, 
5 SERCA, UL6, myo-2 or myo-3 . 



11. A method according to any of claims 7 to 10, 
wherein said suitable vector or said further vector 
comprises a selectable marker. 

10 

12. A method according to claim 11 wherein said 
selectable marker comprises a nucleotide sequence 
capable of inhibiting or preventing expression of a 
gene in said cell and which gene is responsible for 

15 conferring a known phenotype. 

13. A method according to claim 12 wherein said 
nucleotide sequence comprises a sequence which is a 
part of or identical to said gene conferring said 

20 phenotype, and which nucleotide sequence is itself 

oriented relative to a suitable promoter (s) capable of 
initiating transcription of double stranded RNA upon 
binding of an appropriate transcription factor to said 
promoters . 

25 

14. A method according to claim 12 wherein said 
nucleotide sequence is a part of or identical to said 
gene sequence conferring said phenotype, and which 
nucleotide sequence is such as to permit integration 

30 of said suitable or further vector by homologous 

recombination in the genome of said cell and following 
said integration said nucleotide sequence is capable 
of inhibiting expression of said gene sequence 
conferring said phenotype. 



35 
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15. A method according to claim 14 wherein said 
nucleotide sequence comprises stop codons sufficient 
to prevent translation of said nucleotide sequence 
following its integration into said genome. 

5 

16. A method according to any preceding claim 
wherein said cell is a microorganism suitable for 
feeding to, transforming or infecting an organism. 

10 17. A method according to any of claims 1 to 14 

wherein said cell is contained in an organism or an 
embryo thereof. 

18. A method according to any of claims 1 to 17 
15 wherein said promoters are T7 promoters. 

19. A method according to any of claims 12 to 18 
wherein said known gene sequence comprises a sup- 3 5 
gene or a fragment thereof which is selectable by 

20 identifying offspring growing at a temperature above 
25°C following introduction of said vector in the 
genome of a pha-1 etl23ts mutant C. elegans worm. 

20. A method according to any of claims 1 to 19 
25 wherein said cell or organism is contacted with a 

specified compound for screening for a desired 
phenotype, such as resistance or sensitivity to said 
compound when compared to the wild type cell or 
organism. 

30 

21. A method according to any preceding claim 
wherein said transcription factor is inducible. 



22. A method according to claim 16 wherein said 
35 microorganism is an ' E. coli strain which is an RNAase 
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III and preferably an RNAase negative strain. 

23. A method according to any of claims 17 
wherein said organism is selected from the class 

5 nematoda. 

24. A method according to claim 23 wherein said 
organism is CaenorJiaJbditis elegans. 

10 25. A method of generating a transgenic non- 

human organism comprising an exogenous transcription 
factor and a transgene comprising a promoter operably 
linked to DNA fragment which is expressed upon binding 
of said transcription factor thereto, the method 

15 comprising 

a) providing a first transgenic organism 
comprising a first construct incorporating DNA 
encoding an exogenous transcription factor and a 
second transgenic organism comprising a second 

20 construct including at least one promoter operably 
linked to a desired DNA sequence which is expressed 
upon binding of the transcription factor of said first 
transgenic organism thereto, 

b) crossing said first and second transgenic 
25 organisms and selecting offspring expressing said 

desired DNA sequence. 

26. A method according to claim 25 wherein said 
first and second transgenic organisms are generated by 

30 transforming said first and second constructs into 
respective microorganisms for subsequent feeding to 
the respective organism. 

27. A method according to claim 25 or 26 wherein 
35 said second construct comprises said desired DNA 
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sequence in an orientation relative to said promoter 
so as to be capable of initiating transcription of 
said DNA to dsRNA upon binding of said transcription 
factor thereto. 

5 

28. A method according to claim 27 wherein said 
second construct comprises two promoters flanking said 
desired DNA sequence which promoters can initiate 
transcription of said DNA sequence to dsRNA upon 

10 binding of said transcription factor to said 
promoters. 

29. A method according to claim 27 wherein said 
DNA sequence is provided in a sense and an antisense 

15 orientation relative to said promoter so as to produce 
dsRNA upon binding of the transcription factor to the 
promoter. 

30. A method according to any of claims 25 to 29 
20 wherein said second transgenic organism further 

comprises a reporter gene operably linked to a 
promoter which is capable of initiating transcription 
of said reporter upon binding of said transcription 
factor thereto. 

25 

31. A method according to any of claims 25 to 30 
wherein said transcription factor comprises a 
polymerase. 

30 32. A method according to claim 31 wherein said 

polymerase comprises any of T7, T3 or SP6 polymerase. 



35 



33. A method according to any of claims 25 to 31 
wherein said promoters comprises any of T7, T3 or SP6 
promoters . 
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34. A method according to claim 30 wherein said 
reporter gene comprises any of those sequence encoding 
Lucif erase, Green Fluorescent protein, 3 galactosidase 
or |3- lactamase. 

35. A method according to any of claims 25 to 30 
wherein said organism is of the species nematoda. 

36. A method according to claim 35 wherein said 
nematoda species is C. elegans. 

37. A transgenic non-human multicellular 
organism obtainable according to the methods of any 
one of claims 25 to 34. 



38. A method of validating clones identified in 
yeast two hybrid vector experiments which method 
comprises 

a) providing a construct including the DNA 
encoding the protein identified in the two hybrid 
vector experiment, which construct is such that said 
DNA is orientated relative to a promoter (s) that is 
capable of initiating transcription of said DNA to 
double stranded RNA upon binding of an appropriate 
transcription factor to said promoter (s) , 

b) transforming a cell comprising said 
transcription factor with said construct, and 

c) identifying a phenotypic change in said cell 
or organism when compared to a wild type. 

39. A method according to claim 38 wherein said 
DNA sequence is provided between two 
promoters capable of initiating 
transcription of the DNA sequence to dsRNA 
upon binding of the transcription factor to 
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said promoters. 

40 -A method according to claim 38 wherein said 
DNA is provided in a sense and an antisense 
5 orientation relative to said promoter such that 

binding of the transcription factor to said promoter 
initiates transcription of dsRNA from said DNA. 



41. A method according to any of claims 38 to 40 
10 wherein said transcription factor is inducible in said 
cell. 



42. A method according to any of claims 38 to 41 
wherein said promoter is a phage polymerase promoter 

15 and said transcription factor is a RNA polymerase. 

43. A method according to claim 42 wherein said 
polymerase is any of T7 RNA polymerase, T3 RNA 
polymerase or SP6 RNA polymerase. 

20 

44. A method according to claim 43 wherein said 
promoters comprise any of T7 # T3 or SP6 promoter 

45. A method according to any of claims 38 to 44 
25 wherein said construct is such that it may be used in 

yeast two hybrid experiments. 

46. A method according to any of claims 38 to 45 
wherein said cell is an E. coli cell. 



30 



47. A method according to any of claims 38 to 45 
wherein said cell is part of an organism or an embryo 
thereof . 



35 



48. A method according to claim 47 wherein said 
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organism is of the species nematoda and preferably C. 
elegans. 

49. Plasmid pGNl as illustrated in Figure 1. 

5 

50. Plasmid pGNlOO as illustrated in Figure 2. 

51. The yeast two hybrid vector plasmid 
illustrated in any of Figures 4, 15 or 16(Seq ID Nos 8 

10 and 9) . 

52. A plasmid as illustrated in Figure 7. 

53. A plasmid as illustrated in Figure 8. 

15 

54. A method of alleviating infestation of plant 
pests, which method comprises 

a) identifying a DNA sequence from said pest 
which is critical for its survival, growth, 

20 proliferation, 

b) cloning said sequence from step a) or a 
fragment thereof in a suitable vector in an 
orientation relative to promoter (s) such that said 
promoter (s) is capable of initiating transcription of 

25 said DNA sequence to RNA or dsRNA upon binding of an 
appropriate transcription factor to said promoters), 
and 

c) introducing said vector into the plant. 

30 55. A method according to claim 54 wherein said 

DNA sequence is provided between two promoters such 
that binding of the transcription factor to the 
promoters results in transcription of the DNA to 
dsRNA. 

35 
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56. A method according to claim 54 wherein said 
DNA sequence is provided in a sense and an antisense 
orientation relative to said promoter such that 
binding of the transcription factor to the promoter 

5 results in transcription of the DNA to dsRNA. 

57. A method according to claim 54 wherein said 
pest is a nematode worm. 

10 56. A method according to claim 57 wherein said 

nematode comprises any of Tylenchulus ssp. Radopholus 
ssp., Rhadinaphelenchus ssp., Heterodera ssp., 
Rotylenchulus ssp., Pratylenchus ssp., Belonolaimus 
ssp., Canjanus ssp., Meloidogyne ssp., Globodera ssp., 

15 Nacobbus ssp., Ditylenchus ssp. r Aphelenchoides ssp., 
Hirschmenniella ssp., Anguina ssp., Hoplolaimus ssp., 
Heliotylenchus ssp., Criconemellassp. , Xiphinemassp . , 
Longidorus ssp., Trichodorus ssp., Paratrichodorus 
ssp., Aphelenchs ssp. 

20 

59. A method according to claim 55 wherein said 
DNA sequence or fragment thereof is cloned between two 
tissue, preferably root specific promoters. 

25 €0. An expression vector for use in a method 

according to any proceeding claim comprising a 
promoter or promoters oriented relative to a DNA 
sequence such that they are capable of initiating 
transcription of said DNA sequence to double stranded 

30 RNA upon binding of an appropriate transcription 
factor to said promoter or promoters. 

61. An expression vector according to claim 60 
comprising two identical promoters flanking the DNA 
35 sequence. 
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62. An expression vector according to claim 60 
comprising said DNA sequence in a sense and an 
antisense orientation relative to said promoter. 

5 63. An expression vector according to any of 

claims 60 to 62 which further comprises a nucleotide 
sequence encoding a selectable marker. 

64. An expression vector according to claim 63 
wherein said nucleotide sequence encoding said 
selectable marker is orientated relative to the 
promoter (s) such that transcription of the nucleotide 
sequence to double stranded RNA occurs upon binding of 
an appropriate transcription factor to said 
promoter (s) . 

65. An expression vector according to claim 64 
wherein said nucleotide sequence encoding the 
selectable marker is provided between the identical 

20 promoters capable of initiating transcription of the 
nucleotide sequence to dsRNA upon binding of the 
transcription factor to the promoters. 

66. An expression vector according to claim 64 
wherein said nucleotide sequence encoding the 
selectable marker is provided in a sense and an 
antisense orientation relative to the promoter such 
that transcription of the nucleotide sequence to dsRNA 
upon binding of the transcription factor to said 
promoter occurs. 

67. An expression vector according to claim 63 
or 64 wherein said selectable marker comprises a 
nucleotide sequence encoding sup-35, for introduction 

35 into C. elegans having a pha-1 mutation. 



10 



15 



25 



30 
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68. An expression vector for expressing an 
appropriate transcription factor for use in a method 
according to any of claims 1 to 48 and 54 to 59 which 
vector comprises a sequence of nucleotides encoding 
5 said transcription factor operably linked to suitable 
expression control sequences. 



69. An expression vector according to claim 68 
wherein said expression control sequences include 

10 promoters which are inducible, constitutive, general 

or tissue specific promoters, or combinations thereof, 

70. An expression vector according to any of 
claims 68 to 69 wherein said transcription factor 

15 comprises a phage polymerase, and preferably T7 RNA 
polymerase . 



71. An organism or cell transformed or 
transfected with a plasmid according to any of claims 
49 to 53 or an expression vector according to any of 
claims 60 to 70. 



72. An organism according to claim 71, which is 
of the species nematoda and preferentially C. elegans. 

25 

73. A method of introducing dsRNA or DNA capable 
of producing dsRNA into an organism which method 
comprises feeding said organism with a suitable 
microorganism comprising an expression vector 

30 according to any of claims 60 to 67 or feeding said 

organism directly with an expression vector according 
to any of claims 60 to 67. 



74. A method according to claim 73 wherein said 
35 microorganism or said organism is adapted to express 
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said transcription factor. 

75. A method according to claim 74 wherein 
either said microorganism or said organism comprises 
5 an expressing vector according to any of claims 66 to 
69. 



76. A method according to any of claims 73 to 75 
wherein said organism is C. elegans and said 

10 microorganism is E. coli. 

77. A method according to claim 76 wherein said 
E. coli strain is an RNAaselll negative strain. 

15 78. A method according to any of claims 73 to 75 

wherein said organism is a C. elegans nuc-1 mutant. 



79. A selection system for identifying 
transformation of a cell or organism with a vector 

20 according to claims 60 to 63 which system comprises a 
vector according to claims 60 to 63 and said 
selectable marker comprises a nucleotide sequence 
capable of inhibiting or preventing expression of a 
gene in said cell or organism which gene is 

25 responsible for conferring a known phenotype. 

80. A selection system according to claim 79 
wherein said nucleotide sequence comprises a sequence 
which is a part of or identical to said gene 

30 conferring said known phenotype, and which nucleotide 
sequence is itself located between two identical 
promoters capable of initiating transcription of 
double stranded RNA upon binding of an appropriate 
transcription factor to said promoters. 



35 
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81. A selection system according to claim 79 
wherein said nucleotide sequence is a part of or 
identical to said gene sequence which confers a known 
phenotype on said cell or organism, and which 

5 nucleotide sequence permits integration of said vector 
by homologous recombination in the chromosome of said 
cell or organism and following said integration said 
sequence inhibits expression of said gene sequence 
conferring said known phenotype. 

10 

82. A selection system according to claim 81 
wherein said nucleotide sequence comprises stop codons 
sufficient to prevent translation of said nucleotide 
sequence following integration into said genome. 

15 

83. A selection system according to claim 79 
wherein said known gene sequence comprises a sup-35 
gene or a fragment thereof which is selectable by 
identifying offspring growing at a temperature above 

20 25°C following introduction of said vector in a pha-1 
etl23ts mutant C. elegans worm. 

84. A method according to claim 74 wherein said 
transcription factor is T7 RNA polymerase. 

25 

85. A method of assigning function to a DNA 
sequence of a multicellular organism which method 
comprises : 

a) providing: 

30 (i) a first construct comprising said DNA 

sequence cloned in a sense direction under the 
regulation of a suitable promoter 

(ii) a second construct comprising said DNA 
sequence cloned in an anti-sense direction under the 

35 regulation of the same promoter as in step (i) , 
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in a multicellular organism which is adapted 
to initiate transcription of said DNA fragment from 
said promoter, 

b) identifying the phenotype of said 
5 multicellular organism compared to wild type, 

86. A method of assigning function to a DNA 
sequence of a multicellular organism which method 
comprises: 

10 a) providing 

i) a construct comprising said DNA fragment 
cloned between two promoters capable of promoting 
transcription in said multicellular organism, 
in a multicellular organism capable of 
15 initiating transcription from said promoter; 

b) identifying the phenotype of said 
multicellular organism compared to wild type. 

87. A method for expressing a gene, cDNA or 
20 DNA fragment in C. elegans which method comprises : 

i) providing a transgenic C. elegans 
expressing an exogenous transcription factor, 

ii) cloning said gene or cDNA or DNA fragment 
into an appropriate vector operably linked to a 

25 promoter capable of initiating transcription of said 
gene, cDNA or DNA fragment upon binding of said 
exogenous transcription factor thereto, 

iii) introducing said vector into said 
transgenic C. elegans from step i) . 



30 



88. A method according to claim 87 wherein 
said exogenous transcription factor is a phage 
polymerase. 



35 



89. A method according to claim 88 wherein 
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said phage polymerase is T3, SP6 or T7 RNA polymerase. 

90. A method according to any of claims 87 to 
89 wherein said promoter is any of T3, T7 or SP6 
5 promoter. 
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/7£/ 

pGNl 

gagtgcaccatatgcggtgtgaaataccgcacagatgcgmggagaaaataccgcatcaggcgaaattgtaaacgttaatattt 
tgttaaaancgcgttaaatamgttaaatcagttcattttttaacc^ 

agaccgagatagggrtgagtgttgttccagtttggaacaagagtccaaanaaagaacgtggactccaacgtcaaagggcgaa 
aaaccgtctaicagggcgatggcccactacgtgaaccatc^ 

cggaaccctaaagggagcccccgatttagagcttgacggggaaagccggcgaacgtggcgagaaaggaagggaagaaag 

cgaaaggagcgggcgctagggcgaggcaag^gtagcggtcacgctgcgcgtaaccaccacacccgccgcgcnaatgcgc 

cgctacagggcgcgtccancgccattcaggrtgcgcaactgttgggaagggcgatcggtgcgggcactt 

gctggcgaaagggggatgtgctgcaaggcgatmgttgggtaacgccagggttttcccagtcacgacgttgtaaaacgacgg 

ccagtgaattgtaatacgaacactatagggcgaattcgagacggtacccggggatcaaagagtcgaaagcnacgccctat 

agtgagtcgtattacagcngagtanaatagtgt(^cctaaatagcttggcgtaatcatggtcatagct 

atccgctracaanccacacaacatacgagccggaagcataaagtgt^ 

aattgcgttgcgctcactgcccgcmccagtcgggmcagtcgtgccagctgcattaatgaatcggccaacgcgcggggag 

aggcggmgcgtangggcgctcuccgcttcctcgacactgaacgagcgacggtcgttcggctgcggcgagcggtatcag 

ctcactcaaaggcggtaatacggttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaa 

ggccaggaaccgtaaaaaggccgcgttgctggcgttmcgataggaccgcccccctgacgagcatcacaaaaa 

caagtcagaggtggcgaaacccgacaggactataaagataccaggcgmccccaggaagctccctcgtgcgactcctgttc 

cgaccctgccgcttaccggatacagtccgccmacccttcgggaagcgtggcgcmacatagctcacgctgtaggtatctca 

gttcggtg^agg^cgttcgaccaagctgggagtgtgcacgaaccccccgttcagcccgaccgctgcgccttatccggtaaaa 

tcgtcngagtccaacccggtaagacacgacttatcgccactggcagcagccactggtaacaggattagcagagcgaggtatgt 

aggcggtgaacagagttcugaagtggtggcctaactacggrtacaaagaaggacagtamggtatagcgctagctgaagc 

cagttaccttcggaaaaagagnggtagctcttgatccggcaaacmccaccgctggtagcggtggttttmgm 

agattacgcgcagaaaaaaaggatctc^gaagatccmgatctmcucggggtctgacgacagtggaacgaaaactcacgt 

taagggatmggtcatgaganatcaaaaaggatcncaccugatccttttaaanaaaaatgaagtmaaatcaataaaagtatat 

atgagtaaacnggtctgacagnaccaatgcttaatcagtgaggcacctatacagcgatagtctatncgttcatccatagttgcct 

gactccccgtcgtgtagataactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgaeacccacgct 
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caccggctccagamatcagcaataaaccagccagccggaagggccgagc^ 
atccagtctaaaattgttgccgggaagctegagtaagta^ 

tcgtggtgtcacgctcgtcgraggtatggcttcattcagctccggttcccaacgatcaaggcgagttacal 

caaaaaagcggttagctccttcggtcctc^tcgttgtcagaagm 

gcataatttfcttartgtcatgccatccgtaagatgctmagt 

ggcgaccgagngacngcccggcgtcaatacgggataatagtgtatgacatagcagaactnaaaagtga 
cgttcttcggggcgaaaaaacaaggatcttaccgctgttgagatccagttcgalgtaacccactcgtgcacc 
gcatcttttacfflcaccagcgmctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaaggg 
gaaatgttgaatartcmacuccttmcaatattattgaagcamatcagggtt^ 

ttagaaaaataaacaaataggggnccgcgcacamccccgaaaagtgccacagacgtctaagaaaccanattatcatgacatt 
aacctataaaaataggcgtatcacgaggcccmcgp^ 

cggagacggtcacagcagtagtaagcggatgccgggagcagacaagcccgtcagggcgcgtcagcgggtgttggcgggt 
gtcggggctggcnaactatgcggcatcagagcagattgtactga 



PGN100 

ctagcatgaacacgattaacaicgaaagaacgacttctagacatcgaactggctgctatcccgttcaacactctggagaccatt 

acggtgagcgmagctcgcgaacagttggccragagc^gagtcttacgagatgggtgaagcacgc^ccgcaagatgtttga 

gcgtcaacnaaagaggtgaggrtgcggataacgctgccgccaagcctacatcactaccrtaaccctaagatgattgcacgc 

atcaacgactggtttgaggaagtgaaagctaagcgcggcaagcgcccgacagcctcccagncagcaagaaatcaagccgga 

agccgtegcgtacatcaccanaagaccactaggcttgcctaacc^ 

atcggtcgggccangaggacgaggacgcttcggtcgtatccgtgaccttgaagctaagcacttcaagaaaaacgttgaggaa 

caactcaacaagcgcgtagggcacgtctacaagaaagcamatgcaagttgtc^ 

gtggcgaggcgtggtcttcgtggcataaggaagactctattcat^ 

aatggttagcttacaccgccaaaatgaggcgtaguggtcaagactagagadatcgaactcgcacagaatacgctgaggct 

atcgcaacccg^gcaggtgcgaggctggcataaccgatgttccaaccttgcgtagttcctcrtaagccgtggaaggcattac 

tggtggtggctaugggaaacggtcgtcgtcctaggcgctggtgcgtaacacagtaagaaagcactgatgcgctacgaagac 

gtttacatgcagaggtgtacaaagcgattaacattgcgcaaaacaccgcatggaaaatcaacaagaaag^ 

aacgtaatcaccaagtflgaagcattgtccggtcgaggac^tccctgcgangagcgtgaagaactcccgatgaaaccggaaga 

catcgacatgaatcctgaggaacaccgcgtggaaacgtgctgccgctgagtgtaccgcaaggacagggctcgcaagtctc 

gccgtatcagccttgagttcatgcngagcaagccaataagmgctaacc^^ 

gcggtcg^gmacgccgtgtcaatgncaacccgcaagg^aacgatatgaccaaaggactgcnacgctggcgaaaggtaaa^ 
caatcggmggaaggnaaactggagaaaatccacggtgcaaactgtgcgggtgtcgataaggttccgttccctgagcgcat 
caagttcattgaggaaaaccacgagaacatcatggcttgcgctaagtctccactggagaacacttggtgggctgagcaagatta 
ccgttctgcnccttgcgnagcmgagtacgctggggtacag^ 

acgggtcttgactggcatccagcacttaccgcgatgctccgagacgaggtaggtggtcgcgcggttaacttgcttcctagtgag 

accgttcaggacatctacgggangttgctaagaaagtcaacgagattctacaagcagacgcaatcaatgggaccgataacgaa 

gtagttaccgtgaccgatgagaacactggtgaaatactgagaaagtcaagctgggcartaaggcactggctggtcaat 

gctcacggtgnactcgcagtgtgaaaagcgncagtcatgacgctggcnacgggtccaaagagttcggcttccgtcaacaagt 

gctggaagataccactcagccagctattgattccggcaagggtccgatgttcaacagccgaatcaggctgaggatacatgga 

aagctgatttgggaatctgcgagcgtgacggtggtagagcggttgaagcaatgaactggcttaagtctgagctaagagagg 
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gtcaaagataagaagactggagagattcttcgcaagcgttg 
ggcag^tacaagaagcctancagacgcgcngaacctgatgncctcggtcagnccgmacagccta^cl^c^ 



gcgaacctgttcaaagcagtgcgcgaaactatggttgacacamgagtcttgtgatgtactgg^ 
gaccagttgcacgagtctcaanggacaaaatgccagcacttw^ 



a^cttctaagtccaattectcncaacatccctacatgacmaoagtgctcccaccccctat^ 
ttaafflcmgtttmagcttctmaajgcacctaaac^ 

aaaaaattgtgaccctccccccattaataataattctatcccaaaatctacaca^ 

taaatttttmgaaacatcatagaaaaaaccgcacacaaaataccttatcatatgttacgtttcagmat^ 

tgaaattaatmcctgctwgcttmgggggmcccctattgmgtcaagagmcgaggacg^ 



agtggagtegtgtaatggggttmgccttaaatgacagaatacattcccaatararraaacataactgmcctactaffl 
acgggcccmcgtctcgcgcgmcggtgatgacggtgaaaacaagacacatgcagctcccggagacggtcacaacrttjart 

jcttaactatgc 



ggcggccnaagggcctcgtgatacgcctatmtataggttaatgtcatgataataatggmcttag^ 
ggg^tgtgcgcggaacccctamgmamttctaaaiacattcaaatatgtatccgctcatga^ 



ctcacccagaaacgaggtgaaagtaaaagatgctgaagatcagrtgggtgcacgagtgggnacatcgaactggatacaaS 



aagcatcttacggatggcatgacagtaagagaattatgcagtgagccataaccatgagtgataacactgcffi 

zctttttts 



gatggtaagccctcccgtatcgtagnataacacgacggggagtcaggcaactatggalgaacgaaatagacagatcgctgag 



a^gatcaaaggatcttcngagatccmtmagcgcgt^ 

mgtttgccggatcaagagctaccaactcttmccgaaggtaa«ggatcagcagagcgcagataccaaataa» 



^ggcgataagtcgtgtotaccgggnggartcaagacgatagttaccggataaggcgcagcggtcgggrtgaacgg^ 



gggggaaacgcctgg:atcmatagtcagtcgggtttcgccacctctgacttgagcgt^attm 
cggagcctatggaaaaacgccagcaacgcggccttttucggttcctggcctmgctggcctmgctcacatgttcmcctgc^ 



gtcagigagcgaggaagcggaagagcgcccaatacgcaaaccgcctctccccgcgcgtiggccgattcattaatgcag 



ctgg 



ttacacmatgmccggctcgtatgngtgtggaangtgagcggataacaamcacacaggaaacagctatgaccatgattacg 
ccaagcttgcatgcagcaggtcgactaagaggatcaagagcamgaatcagaatatggagaacggagcatgagcatmcga 
agttttttagatgcactagaacaaagcgtgttggcttcctagagcccgctttccttatatacccgcattagcagccnacapatgn 
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ctagaaggtcctagatgcattcgtttgaaaatacti 



ccttgg 
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General description of theC.eiegans T7 RNA polymerase 
expression vector with 4 examples 

Specific or/and general or/and constitutive 
or/and inducible Promoter 



small syntetic intron 
T7 RNA polymerase 

Unc54 3'end 

i t 

E.coli piasmid 
backbone 
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GATA-1 



Ecdi piasmid 
backbone 
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T7 promoter 



T7 




E.coli plasmid backbone 
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let-858 




T7RNAP0L 
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pAS2* with Forward and Reverse T7/T3/Sp6 
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